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(57) Abstract 



The invention concerns nucleic acid molecules for detecting the MHC genes involved in phenomena of resistance or proneness to 
the development of virus-induced tumours. The primers prepared from said molecules can be used in a method for genotyping domestic 
fowl, characterised in that it consists in: amplifying a nucleic acid sample derived from the animal under study using one or several pairs 
of primers capable of being specifically hybridised with the nucleic acid of a pleomorphic region of the Rfp-Y or B systems of the MHC 
of said fowl; detecting the resulting PCR products. 

(57) Abrege- 

L' invention vise des molecules d'acides nucl£iques permettant de d6tecter ceux des genes du CMH implique*s dans les ph6nomenes de 
resistance ou de susceptibility au developpement de tumeurs viro-induites. Les amorces eUaborees a partir de ces molecules sont utilisables 
dans une mgthode de g6notypage d'oiseaux d*61evage et notamment du poulet, caract£ris6e en ce qu'elle comprend : Tamplification d'un 
echantillon d'acide nucltfique provenant de Tanimal a e*tudier a l'aide d'un ou de plusieurs couples d'amorces capables de s'hybrider 
specifiquement avec Tacide nucMique d'une region polymorphe des systemes Rfp-Y ou B du CMH desdits oiseaux et la detection des 
produits de PCR obtenus. 
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REACTIFS ET METHODES POUR LA DETECTION DE GENES 
LIES AU COMPLEXE MAJEUR D 1 HISTOCOMPATIBILITE D f OISEAUX 
D'ELEVAGE, TELS QUE LE POULET 

5 L 1 invention a pour objet la detection de genes 

lies au complexe majeur d 1 histocompatibility (CMH) 
d'oiseaux d'elevage, tels que le poulet . A ce titre, elle 
concerne des molecules d'acides nucleiques permettant de 
detecter ceux des genes du CMH impliques dans les 

10 phenomenes de resistance ou de susceptibilite au 
developpement de tumeurs viro- induites . L 1 invention 
concerne egalement les applications de ces molecules 
d'acides nucleiques, notamment pour le developpement de 
tests de genotypage chez les oiseaux d'elevage, en 

15 particulier le poulet, et pour la selection d' animaux 
d 1 interet . 

Les maladies virales infectieuses sont 
redoutees des eleveurs en raison de leur caractere 
20 contagieux qui conduit a des pertes importantes 
d 1 animaux . 

La vaccination a constitue une prophylaxie 
efficace jusqu'a 1 'emergence de souches hypervirulentes, 
25 rendant necessaire 1 1 identification des haplotypes 
resistants . 

Diverses methodes ont ainsi ete proposees pour 
tenter de select ionner ceux des animaux qui sont capables 
30 de resister a de telles pathologies et ceux qui sont au 
contraire susceptibles d f §tre affect6s. 

Les techniques les plus utilisees en routine 
sont basees sur des polymorphismes serologiques ou de 
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type RFLP. Toutefois, ces methodes ne fournissent pas de 
connaissances precises sur le phenomene de resistance ou 
de susceptibilite a la maladie, en particulier par manque 
de caractere discriminant vis -S- vis des genes des 
systemes B ou Rfp-Y du CMH. 

Les travaux des inventeurs sur le sequengage de 
genes du CMH a montre la complexity genetique de cette 
region, ce qui les a conduits a prendre en compte un 
autre type de polymorphisme, a savoir base sur la 
sequence de ces genes et des regions apparentees, telles 
que celles de leurs promoteurs et des regions 
microsatellitaires . Les inventeurs ont ainsi mis au point 
des moyens pour disposer de molecules oligonuclgotidiques 
hautement specif iques des polymorphismes observes, 
permettant d' identifier les parties de genes, et meme les 
sites impliques dans le controle de la resistance ou de 
la susceptibilite au developpement de tumeurs. 

Le caractere specif ique de ces molecules, vis- 
a-vis d'un gene donne de l'un des systemes du CMH, en 
fait des outils discriminants particulierement fiables 
pour identifier avec precision la capacite de resistance 
ou de susceptibilite du poulet etudie, ou d'autres 
oiseaux, a une infection virale, et pour etudier au 
niveau moleculaire les sequences du CMH impliquees. 

L 1 invention a done pour but de fournir des 
molecules d'acides nucleiques permettant de detecter 
specif iquement, chez les oiseaux d'elevage et en 
particulier chez le poulet, les genes lies au CMH 
impliques dans les phenomenes de resistance ou de 
susceptibilite au developpement de tumeurs viro-induites . 
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Elle vise Sgalement a fournir une methode et un 
kit de detection de genotypes de mise en oeuvre aisee en 
routine . 

5 Les molecules d'acides nucleiques de 

I 1 invention sont caracterisees en ce qu'il s'agit de 
molecules, isolees de leur environnement naturel, 
d'acides nucleiques de genes codant pour des proteines 
impliquees dans le controle de la resistance ou de la 

10 susceptibilite au developpement de tumeurs viro-induites 
chez les oiseaux d'elevage, telles que celles de la 
maladie de Marek chez le poulet, avec le cas echeant, les 
regions qui leur sont attachees, telles que celles du 
promoteur ou microsatellitaires . Le terme gene tel 

15 qu 1 utilise dans la description et les revendi cat ions 
englobe ces regions. 

Ces molecules d'acides nucleiques sont plus 
specialement caracterisees en ce qu'elles presentent les 

20 sequences d'acides nucleiques de genes du systeme B ou du 
systeme Rfp-Y du CMH des oiseaux d'elevage, a I'exception 
des sequences des genes de classe II B-L, du g£ne 17.5, 
du gene 12.3 et du gene B-FIV de classe 1, ou sont 
capables de s'apparier avec l'un des brins d'un gene 

25 capable de coder pour une proteine telle que definie ci- 
dessus dans des conditions faiblement stringentes. 

L 1 appariement dans des conditions de faible 
stringence auquel il est fait reference ci-dessus est 
30 realise a temperature ambiante, dans tin milieu 0,1 SSC, 
avec lavage a temperature ambiante . 
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Les genes de classe II B-L sont decrits dans 
Immunogenetics 31:179-187, 1990 et Eur. J. Immunol, 1993, 
23 :1139-1145. 

5 Le gene 17 . 5 appartient a la superf amille des 

genes codant pour les lectines et le gene 12 . 3 a la 
famille des genes codant pour des proteines liant la 
guanine (guanine nucleotide -binding protein) . Ce gene est 
decrit dans Immunogenetics 39:221-229, 1994. 

10 

Le gene 12.3 est decrit dans P.N.A.S. USA, vol. 
86, 4594-4598, juin 1989, Genetics. 

Le gene B-FIV de classe I est decrit dans 
15 Immunogenetics 31:405-409, 1990. 

L 1 invention vise notamment les molecules 
d'acides nucleiques repondant a ceux des enchainements de 
l'un des genes suivants : 

20 

. enchainement du systeme Rfp-Y 

B-FV (figure 1), B-F VI (figure 2) ; 
. enchainement du systeme B, 

8.4 genomique (figure 3) ; B-F I (figure 4) ; 
25 C12.1 (figure 5) ; DM (figure 6) ; TAP1 (du debut de 
l'exon 2 a l'extremite 3') (figure 7) ; et TAP2G (figure 
8) , et autres genes compris dans la figure 10 et suites 1 
a 35. 

30 L 1 etude des sequences d'acides nucleiques des 

molecules dSfinies plus haut a permis de reperer avec 
precision les blocs de polymorphismes qui doivent etre 
detectes pour etablir un genotypage fiable et precis. 
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En comparant les sequences de ces blocs, 
provenant de differents genes d'un meme haplotype ou d'un 
meme gene de differents haplotypes, les inventeurs ont 
pris en consideration les enchainements divergents et 
5 elabore, pour chaque gene, des oligonucleotides 
complementaires de ces enchainements divergents. 

On dispose ainsi d' amorces specif iques et 
discriminantes vis-a-vis d'un gene donne du systeme B ou 
10 du systeme Rfp-Y. 

L 1 invention vise tout specialement les 
molecules d 1 oligonucleotides correspondant a ces 
enchainements et comprenant une partie de la region 
15 polymorphe des systemes du CMH du poulet ou autres 
oiseaux d'elevage. 

On rappelle que la region polymorphe peut etre 
dans le gene ou dans une region apparentee telle que les 
20 regions microsatellitaires ou celle du promoteur. 

Selon un mode de realisation de 1 1 invention, 
les polymorphismes sont lies a la fonction des systemes 
du CMH • 

25 II s 1 agit ainsi avantageusement de molecules 

correspondant a une partie d'un exon. On citera a titre 
d'exemple des molecules correspondant & I 1 exon 2 (domaine 
a 1) des genes YF du poulet, Un couple d 1 amorces 
approprie est constitue par : 

30 



Y-F VI a 1 : GGCCCCGGGATGCCGCGGTTC 
Y-F VI a 1, R : ATCCGCTCACCGCCCTGG 
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Selon un autre mode de realisation de 
1' invention, les molecules oligonucleotidiques 

correspondent a une partie d'une region polymorphe qui 
n'est pas liee a la fonction des systemes du CMH. Des 
5 regions preferees de ce type sont des microsatellites . 

En considerant par exemple, le gene B-FI, des 
molecules d 1 oligonucleotides utilisables pour constituer 
des couples d 1 amorces correspondent aux enchainements 
suivants : 

10 B-FI : 5' CCA GCA GTC ACT GCA CAT AT 3 1 

B-FI, R : 5' AGG TGG AGT GCG CAA AGT T 3 1 , et 
12.1 : 5» ACA CGC AGC AGA ACT TGG TAA 3« 
12.1 R : 5' GGA AGG AAG ACC TTG GAA 3' 

Avec les molecules oligonucleotidiques definies 
ci-dessus et celles elaborees a partir de genes connus, 
mais selon la demarche de 1' invention, on dispose de jeux 
d 1 amorces hautement specif iques, permettant de determiner 
avec precision I'haplotype de 1 ' animal a etudier et de 
detecter s'il est resistant au developpement de tumeurs 
viro-induites, ou au contraire susceptible d'etre 
af f ecte. 

L 1 invention vise done egalement une methode de 
25 genotypage d'oiseaux d'elevage et notamment du poulet. 

Cette methode est caracterisee en ce qu'elle 

comprend 

1 1 amplification d'un echantillon d'acide 
30 nucleique provenant de l 1 animal a etudier a l ! aide d'un 
ou de plusieurs couples d* amorces. capables de s'hybrider 
specif iquement avec 1'acide nucleique d'une region 
polymorphe des systemes Rfp-Y ou B du CMH desdits 
oiseaux, 
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et 

- la detection des produits de PCR obtenus. 

Une simple comparaison des resultats obtenus 
avec un referentiel etabli au prealable permet de 
5 determiner rapidement 1 1 haplotype de 1 1 animal . 

L 1 echantillon d'acide nucleique est constitue 
en particulier par de 1 1 ADN genomique extrait de materiel 
biologique de 1' animal a etudier ou par ce materiel meme, 
en particulier par du sang de 1" animal. II peut s'agir en 
10 variante d'ADNc, d'ARN ou encore de PNA (polypeptides 
nucleic acids) . 

Les amorces sont elaborees a partir des 
molecules oligonucleotidiques definies ci-dessus et, 

15 d'une maniere generale, de tout gene (et region 
apparentee) codant pour une proteine impliquee dans le 
controle de la resistance ou de la susceptibility aux 
tumeurs viro-induites chez les oiseaux d'elevage et 
notamment de poulet, en particulier les genes B-L de 

20 classe II f 17.5, 12.3 et B-FIV de classe I. 

II s 1 agit par exemple d 1 amorces de regions 
microsatellitaires permettant de detecter des haplotypes 
du complexe B, telles que celles elaborees a partir du 
gene B-FI # et evoquees ci-dessus , ou d 1 amorces permettant 

25 de detecter des haplotypes du systeme RFp-Y, et elaborees 
a partir du gene 17. 5 , comme le couple : 

17.52 : CAG GAT CTG CAC TGG CCA ATA 

30 17.5, Rl : GAA TGG CGG TGC TTC CGT GCC TGG 

La detection des produits de PCR est effectu^e 
selon les techniques classiques. Ces techniques 
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comprennent le sequengage, 1 'electrophoreses les 
hybridations avec analyse SSOP ou SSCP. 

Cette technique sera avantageusement choisie 
selon la nature du polymorph! sme implique. Ainsi, dans le 
cas de polymorphisme de type microsatellite, on detectera 
avec avantage les produits de PCR selon leur taille en 
ayant recours aux techniques d 1 electrophorese . 

Lorsque le polymorphisme ne concerne que 
quelques nucleotides, voire un seul nucleotide, on aura 
plus special ement recours, aux fins de dif f erenciation 
des haplotypes de produits de PCR, aux techniques 
d 1 hybridation (analyse sur membrane a l'aide de sondes 
specif iques des sequences d 1 haplotypes , SSOP ou Sequence 
Specific Oligonucleotide Probe) , de migration 
dif f erentielle des echantillons denatures (SSCP ou Single 
Strand Conformational Polymorphism), ou de sequengage . De 
maniere generale, cette derniere technique est prefSrSe 
compte tenu de la simplicite de sa realisation. 

L 1 invention fournit ainsi une technique simple 
et rapide d • etablissement du profil genet ique d f un grand 
nombre d'animaux a etudier, ce qui permet de determiner 
les haplotypes et de selectionner ceux d'int^ret en vue 
d ' un elevage. 

De plus, chaque type de gene pouvant etre 
discrimine en utilisant des amorces presentant la 
specificite requise et son appartenance au systeme B ou 
Rfp-Y pouvant etre etablie, il est possible d'effectuer 
des etudes f ondamentales plus completes. 
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L 1 invention vise egalement un coffret ou 
trousse pour detecter le genotype du poulet ou autre 
oiseau d'elevage selon la methode definie ci-dessus. 

5 Ces coffrets ou trousses sont caracteris6s en 

ce qu'ils comportent les reactifs necessaires pour la 
realisation d f au moins une PCR et du test de revelation. 

En particulier, ils comportent les amorces pour 
10 la PCR, un temoin positif de la reaction, ainsi qu'une 
notice d 1 utilisation. 

Les amorces se presentent sous forme 
lyophilisee ou en solution ou, selon le mode de 
15 detection, sur un support. Le support peut etre, de 
maniere classique, une plaque multipuits ou se presenter 
sous forme de puces a ADN. 

L 1 invention vise en outre un systSme 
20 experimental qui permet d'etudier la resistance au 
developpement tumoral chez le poulet. 

II s'agit de lignees d'animaux qui ont §te 
triees genetiquement sur leurs caracteristiques du CMH. 

25 En fonction de ces caracteristiques, les lignees sont 
soit resistantes, soit sensibles vis-a-vis des tumeurs 
induites par des virus, comme le virus de la maladie de 
Marek. Cette selection genetique, qui s'est dans un 
premier temps effectuee sur des criteres serologiques, a 

30 ete ensuite poursuivie sur la base de 1 1 etude du 
polymorphisme des genes du CMH. II s'agit d'un materiel 
genetique qui est parfaitement defini d'un point 
moleculaire, et constitue un outil precieux pour l f 6tude 
du polymorphisme des sequences de type microsatellite . Ce 
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materiel, ainsi que le produit du croisement entre 
certaines des lignees entre elles, a ete utilise pour 
determiner les sequences microsatellites du CMH qui sont 
polymorphes et pour evaluer si ce polymorphisme peut etre 
correle avec les donnees de typage deja disponibles pour 
ces lignees. 

D'autres caracteristiques et avantages de 
1' invention sont exposes dans les exemples qui suivent, 
dans lesquels il est fait reference a la figure 9 
representant une photo d ' electrophorese de produits de 
PCR illustrant le test de genotypage de 1* invention. On 
rappelle que les figures 1 a 8, deja evoquees ci-dessus, 
illustrent les sequences de genes selon 1' invention. 

Exemple : 

Etude d'haplotypes Rfp-Y du poulet k I'aide 
d ! amorces microsatellitaires . 

amplification avec le Kit Expand™ High 
Fidelity PCR System 

. Avec les amorces 17 . 5 Rl/17 . 52 

ADN genomique : 1 /xg 
Oligos prendre : 0,3 fiM 
dNTP : 8 fil 

qsp H 2 0 50 fil 

On ajoute 50 ^1 de Mix 2 en melangeant. 

Mix 2 : 0,75 pi d 1 enzyme 

10 /xl TP10X avec MgCl 2 
qsp H 2 0 50 pi 
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Programme d ' amplification : 

30 Cycles 

94 °C 94 °C 65 °C 72 °C 4°C 
2 1 30 1 1 1 1 1 1 

. Avec B-FI/B-FI, R : 

ADN genomique : 1 fxg 
Oligos prendre : 0,3 fiM 
dNTP : 8 /xl 
qsp H 2 0 50 /il 

et a j outer 50 ^1 de Mix 2 en melangeant. 

Programme d 1 amplification : 

3 0 Cycles 

94°C 94°C 60°C 72°C 4°C 
2» 30 1 ■ 1' 1' 

revelation par electrophorese sur gel 
d» agarose ou par sequengage- 

Le test a ete applique a 9 haplotypes de 
poulet, selectionnes serologiquement pour le complexe B. 
II s'agit des haplotypes B4, B5, B7, B12, B13, B14, B15, 
B21 et d'un haplotype inconnu BX. 

Plusieurs individus d'un meme type ont 6t6 
Studies pour B12 (6 individus), B13 (3 individus), B14 (4 
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individus) , B21 (4 individus) et un seul individu pour 
les autres haplotypes. 

La figure 9 donne une photo d 1 electrophorese 
sur gel d* agarose a 1 % des produits de PCR obtenus a 
l 1 issue de I'etape d 1 amplification. 

Les pistes 1 et 2 7 correspondent aux marqueurs 
de taille et les pistes (2 a 25) aux produits de PCR des 
haplotypes suivants : piste 2 : B4 ; piste 4 : B5 ; piste 
5 : B7 ; pistes 6 £ 11 : B12 ; pistes 12, 13, 14 : B13 ; 
pistes 15, 16, 17, 18 : B14 ; piste 19 : B15 ; pistes 20, 
21, 23, 24 ; B21 ; piste 25 : BX (absence de detection 
pour les pistes 3 et 22) . 

L'examen de cette figure montre que les 
individus qui ont l'haplotype B12 donnent une meme bande 
et sont done bien homogenes. La meme observation 
s ! applique aux individus B14 . En revanche, avec B21, on 
constate que les profils sont differents, ce qui demontre 
1 1 inef f icacite de 1 1 approche serologique . Compte-tenu de 
la position de la bande de BX, on determine qu'il s'agit 
d ' un haplotype B4 . 

L 1 application pratique de cette methode revient 
a soumettre les individus naturellement resistants au 
protocole decrit ci-dessus en prenant en compte les deux 
systemes Rfp-Y et B du CMH et a ne selectionner parmi des 
animaux a tester que ceux dont le profil correspond & 
celui des animaux resistants. 

L' invention foumit ainsi les moyens de 
verifier 1 'homogeneite des animaux et d'effectuer des 
selections rigoureuses en prenant en compte chaque 
systeme du CMH, et dans ces systemes les genes 
recherches . 
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REVENDICATIONS 

1/ Molecules decides nucleiques isolees de 
leur environnement naturel, de genes codant pour des 
5 proteines impliquees dans le controle de la resistance ou 
de la susceptibilite au developpement de tumeurs chez le 
poulet, telles que celles de la maladie de Marek, et de 
regions apparentees auxdits genes caracterisees en ce 
qu'elles presentent les sequences d'acides nucleiques de 

10 genes du systeme B ou du systeme Rfp-Y, correspondant au 
complexe majeur d 1 histocompatibility des oiseaux 
d'elevage a 1' exception des sequences des genes de classe 
II B-L, du gene 17.5, du gene 12.3 et du gene B-FIV de 
classe I, ou sont capables de s'apparier avec l'un des 

15 brins d'un gene capable de coder pour une proteine telle 
que definie ci-dessus dans des conditions faiblement 
stringentes . 

2/ Molecules d'acides nucleiques selon la 
20 revendication 1, caracterisees en ce qu'elles repondent a 
l'un des enchainements suivants : 

. enchainement du systeme Rfp-Y 

B-FV (figure 1), B-FVI (figure 2) ; 
25 . enchainement du systeme B, 

8.4 genomique (figure 3) ; B-FI (figure 4) ; 
C121 (figure 5), DM (figure 6), TAP1 (du debut de I'exon 
2 a l'extremite 3') (figure 7) , et TAP2G (figure 8). 

30 3/ Molecules d'acides nucleiques selon la 

revendication 1 ou 2, caracterisees en ce qu'elles 
correspondent a une partie des sequences dfifinies dans 
les revendications 1 ou 2, cette partie etant specif ique 
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et discriminante pour un gene donne des systemes B et 
Rfp-Y. 

4/ Molecules d'acides nucleiques selon la 
revendication 3, caracterisees en ce qu'il s'agit de 
molecules d» oligonucleotides correspondant a une partie 
de region polymorphe des systemes du complexe majeur 
d' histocompatibility du poulet. 

5/ Molecules d f acides nucleiques selon la 
revendication 4, caracterisees en ce qu'il s'agit de 
molecules d 'oligonucleotides correspondant a une partie 
d 1 exon . 



6/ Molecules d'acides nucleiques selon la 
revendication 4, caracterisees en ce qu'il s'agit de 
molecules d 1 oligonucleotides correspondant a une partie 
de region polymorphe qui n'est pas liee a la fonction des 
systemes du CMH, telle que les regions 
microsatellitaires . 



7/ Methode de genotypage d'oiseaux d'elevage et 
notamment du poulet, caracterisee en ce qu'elle comprend 

1" amplification d'un echantillon d'acide 
nucleique provenant de 1' animal a etudier a l'aide d'un 
ou de plusieurs couples d' amorces capables de s'hybrider 
specif iquement avec I'acide nucleique d'une region 
polymorphe des systemes Rfp-Y ou B du CMH desdits 
oiseaux, 

et 

- la detection des produits de PCR obtenus . 
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8/ Methode selon la revendication 7, 
caracterisee en ce que les amorces sont elaborees a 
partir des molecules selon l'une quelconque des 
revendications 3 a 6, et de tout gene (et region 
5 apparentee) codant pour une proteine impliquee dans le 
controle de la resistance ou de la susceptibilite aux 
tumeurs viro-induites chez les oiseaux d'elevage et 
notamment de poulet, particulierement les genes de classe 
II B-L, 17.5, 12.3 et B-FIV. 

10 

9/ Methode selon la revendication 7 ou 8, 
caracterisee en ce que la detection des produits de PCR 
est effectuee par sequengage . 

15 10/ Coffret ou trousse pour le genotypage 

d 1 oiseaux d'elevages et notamment du poulet, caracterisS 
en ce qu'ils comportent les reactifs necessaires pour la 
realisation d'au moins une PCR et du test de r^vSlation, 
selon la methode de la revendication 8 ou 9, en 

20 particulier les amorces elaborees a partir des molecules 
d'acides nucleiques selon l'une quelconque des 
revendications 3 a 6, 
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B-FVI 



GGC CCC GGG ATG CCG CGG 
ATC TAC GAC AGT AAG AGC 
GAC CAG GAG CAC TGG GAC 
GAC TGG TTC CTG AGC AGG 
GGA AGC TGC AGC GCG ATG 
AGC CCC ACT GAG GTG TGG 
GGT GGC ACT GTC TCT GGG 
ATG GCA CTC GCG GTG CCC 
CCT CAG GGT CTC ACA CGA 
GCA TCC GAG GGT ACG ATC 
TGG ACA CGA TGA CGT TCA 
GGG AGA CAG AAG GGA CGT 
TTC AGA ACT TGA GGA GAT 
AGA ATG GGA GGG AGA CGT 
TGC TCA GCC CGG CCC ACA 
GGG GAA GGA GGC CGA TGG 
GCG GCG CAT CGC CAT CAG 
CTG GGG GGG CAT CGT GCC 
TGT GCT GCC GGA GGA TAG 
CCA GCC TGG CCT CTT CTC 
ATT TGG GGG CCG CCC CTT 
CAA CCT GAT CCC CAT TGA 
TTT GAT TGC ATT 



Figure 2 
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8.4 g^nomique Figure 3 



GGA TCC GGG GTG GGT GGC AGT GGC TGT GTT TAG GTC GGC CTG TGG GGA AAG 
CCG GGT TGT CCC ACC CAT GTC CCC TCT TCC AAC ACT GTT CCT GAA TGA GTT 
TTC CCT CTC CGA CCC TTT TTT TAA TGG GTT TC A GGG ATT TAA AAT TAA TAT 
TGA CGA AGT GAC GGA GGG GGT GGG GCC ACA GCG GAG CCG AAA GCG AAA GCA 
GCG GAG AGC AAT GGC TGC GGG GCT GCG GCT GCT GCT GGC GGG TGA GAC CCG 
ACC CCC CCC GGC CCC CTC ATG TCC CAC CAC CCA TAT CGC CCC CCC CCC TCC 
TCC TCG CCC CAT GCT GAG CCT CTC CCC CAC CCC CAG GGC TCT GCT GGT CCC 
AAT TTA GGG TGG AAG ACG CCG CCT CCC CTC CGC CCC CCC CCG CTC CGG TGC 
GCT GCG CGC TGC TGG AGG GGG TGG GGC GCG GGG GAG GGC TGC CGG GGG GGG 
GCA ATG CCC GTC CTG CAC TGC TGC GCT TTG GGG GGG ACG CGG AGA CCC CTC 
CCG AAC CCG GCC CGG AGC CCG AAG TCA CCT TCA ATG TCA GCG GTA CGT GGG 
GAC CCC CGT CAC TGT GCT GTG CGC CTC CTT TAT CCC CAC CCC CCT CCA TGT 
CCC CAT CTC CTT TAC TTC CCA CAA TGC TCC CAT CCC CCC CAG AAT GTC CCC 
AGA GTC CCC CAA ACC CCC ATG ACC CCC CCC ACG ACC CCT GGT TCC CAT TAC 
CCT CTC ACG TCC CCC AGT GTC CCC AAG ATT CCC ATT ACT CCC CGT ATC CCC 
ATT ATC CCC AAA ATG TCC CCC AAT GTT CCC ATC ACC CCA ATG TTC CCA AGG 
TCC CTA TCG CTC CTC AAT GTC GCT ATG ATC CCT ATT CCC AAA ATG TCA CCA 
ATG TCC CCA AAA TCC CCA TTA TCT CCC ACC TCT CCA AAG TCC CCA AGA TCC 
CCA TTA CCC CCA ATA TCC TCA TTA CAC CCC AAA TGT CCC CAA TGT CCC CTC 
CAT GTC CCC CAG AGA CCC CAT TAG CCC CAA TAG CTC CCA AAC TGT CCC CAG 
TGT CCC CAT TAA CCC CAA AAT GAC CCC ATT ACG CCC CAC ACC CCT CCC AAC 
CCC ATG CCC TCA GAC CCC TTC ATC CCT CTC ACT CCT CTC TCC CTC GCA GAC 
CCC TGG GGG ACT CTA GCC CCA CTC GGG TCC CCC CCC GGA CTC CCC CCA GCT 
GCG AAC TGA ACC CCA CGA ACC CCC AGA CCG GCT CTG ACC CAT GGA GCC GCC 
CTC TGC ACC CCG ACG CCC GCA GCC CCC CAA CCG CGG GGG GGC AGT GGT GGG 
TGG CGG CGG TGG GGA CCC CGC AGT ACG GTG TCA CTG CGC TGC TGC AGG GGG 
GGA TGG GCA CAG AAG GAA CCA TCA CTG CCG CCG GTA AGG GGG AAC TTG GGG 
TGT CCC TCC CTG GGT GTC CCC ATG TCC CTA TCT GTC CCC CAG TGT GTC CCC 
ATT TGT CCC CTC CTC TGC ATG TGT CCC AAT GTC TCC ATA CAT CCC ATA ATA 
ACC ATA TGT CCC CAC TCA TCC CCA TAT TCC CCA TGT GTC CCC ATA TCC CCA 
CAC ATC CCA GTG TGC CCC AAC ACA TCC CCA TGT GCC CCC CCC CAT GCA TCA 
CTA CCA TCC CCC TAT CCC CCA AGT GTC CCT GTG TCC CTG CAG TTT CTC CCT 
GTC CTC ATG TGT TCC CAT GTC TCC ATG TCA CTG TGT CCC CGT GTC CCC ACA 
CAT CAC CAT GCC CCC CAC TGC AGC GCC CCC ATG TCC CTT CAC CTC TCC ATG 
TCC CCC AGT GTC CCC TAT CCC CTC ATT GTC CCC ATG CCC CCT CAC CTC CCC 
GTG TCC CCC GTG TCC CTA TGT TCC CCT GGT GTT TCC ATG TCC CCT CAT GCC 
CCC ATG TCC CCT CAT GTC CCC ATA TCC CCC AGT GTC CCC ATG TCC CTT CAC 
CTC CCC ATG TCC CCC AAT ATT CCC ATA TCC CCT CAC CTG CCC ATT TCC CCC 
CGA TGT TCC CAT GTC CCC GCA CCT CCC CAT GTC TTC ACA GTG GCC CTG GCG 
GTG CTC ACC CAC ACC CCG ACC CTC CGG GCC CGT GTG GGG TCC CCC ATC CAC 
CTG CAC TGC GCC TTC GCT GCC CCC CCA TCC TCC TTT GTC CTC GAG TGG CGT 
CAC CAG AAC AGG GGT GCG GGG AGG GTC CTG CTG GCC TAT GAC AGT TCC ACC 
GCC CGC GCC CCC CGC GCC CAC CCC GGG GCC GAA CTG CTG CTG GGG ACA CGG 
GAT GGG GAC GGG GTG ACA GCG GTG ACA CTG CGG CTG GCG CGG CCA TCA CCG 
GGG GAT GAG GGC ACC TAC ATC TGC TCC GTG TTC CTG CCC CAC GGG CAC ACA 
CAG ACA GTG CTG CAG CTC CAC GTC TTT GGT GCG TCC ATG TGG GGC AGG CGG 
TGT TCC TAT GGG GTG TGG GGT TGG GCA GTG TTC CTA CGG AGT GTG TAT GAC 
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AGG GTG GAT GGG ACT GGG TGG TAT TCC TAT GGA GGC TAT AGG GTG GAT GGG 
Arc GGG TGG TAT TCC TAT GAG GAC TAT AGG ATG GGG TGG CAT"€AT CCC ATA 
GTT C AC CTG TAG GTT TAT AGG GGG GGA TGA GCC CTA TAC AGC GTA TGG GCT 
ATA TGG ACC GAT GTC CCC CCA CAT GTC TCC AGA GCC CCC CAA GGT GAC GCT 
GTC CCC GAA GAA CCTGGT GGT GGC CCC GGG GAC GTC AGC AGA GCT ACG CTG 
m a rrr rncr ctt cta CCC CTT GGA TGT GAC GGT GAC GTG GCA GCG CCG CGC 
CGG GGCJCTC GGG^^ ATC ACAGTC ACC CAG S^S ST^ 

GAC TTC AGG TCA CCG CCA GGC AGC CGA TGG AAC CTA CAG CCG GAC GGC GGC 
AGC ACG GCT GAT CCC CGC ACG CCC CCA AC A CCA CGG GGA CAT CTA CAG CTG 
CGT TGT CAC CCA CAC TGC ACT GGC CAA ACC AAT GCG TGT CTC CGT CCG ACT 
GCT CCT GGC TGG TGA GGG GGG ATG TGG GGA TAT TGG AAA CAC GTG GAG GTA 
TTG GGA TGC TGG GAC CAT GGT TAG GAG GGT CTG AGG GAC ATC AGG ACC ATG 
GCC TGG GAC AAT GGG AGA TCA TGG ATT TGG GTT GGG GAC CCC ACC CAG GAT 
GGT GAC ACT GTG CTT AGG GCT GTC GTT GTC CCC AC A GGC ACC GAG GGA CCG 
CAC CTG GAG GAC ATC ACG GGG CTC TTC TTG GTG GCC TTT GTC CTC TGT GGC 
CTC ATC CGT TGG CTC TAC CCT AAA GGT GAG TGC TGT TCC CAC ATC CCA GTG 
CCC CCA CAT CCT CAC ACC CCA ATA TCC CAA TGG CCC ATG TCC CCA TGA GCA 
ATG TCA CTA TGT CCC AAT ATC CTA ATG ATG CTG TGT ACC CAT GTG TCC CCA 
TGT CCC TAT TCC ACT CAC TCT TTC TCT CCC CTC AGC TGC ACG ACC CAA AGA 
GGA AAC CAA GGT AAC ATT CCT CCC CAA AAA CCC CAA ATC CCC CAA AAC ACC 
TCC AAG CAC CCC AAA ACT CAC CAT TCT CAT TCC CCC CCC CCC CCC CCC CCC 
CCC CAT GCC TTG CAG AAA TCG CAG TGA CCT CCA CTC CAG CTC TCA GCA CCT 
CAG CTC CAG ATA AAG AGT TTT TCA CCC CAA AGT TAT ATA TGT GTG GTG GTG 
TCC CCA CAG ATC TGG GTG CAG AGG GGG GAG AAA TGG GGG CAA ACT GGG AGC 
AGT GGG AGC AGT GGG AGG AAG TCC £GGGTT GGT GAGCXA igAT GAG TGG CAC 
CTG GGG ACA TCT GGG TGC CAT CCC TTG TGG ACA TCT GGG TGA CAC TGC ATT 
GCC TTG GGT GAC ATT GGG ATC CTC AGG TCA CTG CAG 
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Figure 4 

B-FI 

GT CGACGGGAT CTGGATAGGT CGT GAG T CAT C CT AAT T AAGGAGGGA CAA CAGT GAATGGG 
GAGGAGCCGATGACTCA.GGCTGGGAGTGGTGATCCCAGAGG7TTCCTCTGCTGTCAGTGAC 
T CCGTGCTTT CG CTTT CG CTT CACAACCTGAGGGAG CG CAT T CTG CCTGG CG CCCGATGAC 
GT CACATAAACCCCCGACTG CCATTGG CGGAGAGG CGACGGAGGAG CCAATGGGGG CG CGG 
GG CGGGG CGGAGGAGTAGGAAAAG CTGAAGGA CGTG CG CTGGGTG CGG CGGACTTGAGAGT 
G CAG CGGTGTGAGG CGATGGGG CCGTG CGGGG CG CTGGG CCTGGGG CTG CTG CT CG CGG CC 
GTGTG CGGGGCGG CGG CCGGTGAGTG CGG CCGGACCGGGACCCCT CCCCG CCTGTAACCCC 
ACCCCGGG CTGTGCCCGTGGGATCCTCAGACCCCCACCCGCGGCTCACGG CCTCGCTGCCG 
T CCG CCCCCGCAGAG CT CCATT CCCTG CGGTACGT C CAT A CGG CGATGACGGAT CCCGG CC 
CCGGG CTG CCGTGGTT CGTGGACGTGGGGTACGTGGACGGGGAACT CTT CGTGCACTACAA 
CAG CACCGCG CGGAGGTACGTG CCCCG CACCGAGTGGATGG CGG CCAACACGGA CCAG CAG 
TACTGGGATGGACAGACG CAGAT CGGACAGGG CAATGAG CGGAGTGTGGAAGTGAG CTTGA 
A CACA CTG CAGGAACGATACAA CCAGA CCGG CGGTGAG CACGG CCGGGG CCG CGG CT CCGT 
GGGTG TGGGATGGGCT CCATGG CG CAGTG CCG CCCACACCCCCCAGG CCTGG CCCTG CCCG 
GCGG CACCGT CCCGGGG CTG CCCGT CACAGCCCCACCG CG CT CGGGGTG CCG CGT CCCGGG 
GGGACCCCAACCCAT CCCCG CTG CAGTGGGAG CCCGGAG CCGGAGGGG CCCCT CACCCCCT 
G CCCGG CTGTGTTT CAGGGT CT CAAACGGTGCAG CTGATGTACGG CTGTGACAT CCT CGAG 
GATGG CACCAT CCGGGGGTAT CAT CAGACAG CCTACGATGGGAGAGACTT CATTG CCTT CG 
ACAAAGG CACGATGACGTT CACTG CGG CAGTT CCAGAGG CAGGTT CCCACCAAGAGGAAAT 
GGGAGGAAGGAGGTGTTGCTGAGAGGTGGAAGAGTTACCTGGAGGAAACCTGCGTGGAGGG 
G CTG CGGAGATATGTGGAATACGGGAAGG CTGAG CTGGG CAGGAGAGGTGAG CGGGGT CGG 
GGTGGGGGGGGGGGGGGG CGGACG CAGTGTGGGGT CGGACGTGGGG CGGGGG CT CAT CGTG 
GGGR.G CT CAG CCCGG CCCT CACTG CCG CCCACCCACAGAG CGG CCTGAGGTG CGAGTGTGG 
GGGAAGGAGG CTGACGGGAT CCTGACCTTGT CCTG CCGCGCT CACGG CTT CTACCCG CGG C 
CCAT CG CCGT CAG CTGG CTGAAGGA CGG CG CGGTG CGGGG CCAGGACG CCCAGT CGGGGGG 
CAT CGTG CCCAACGG CGACGG CACCTACCACACCTGGGT CACCAT CGATG CG CAG CCGGGG 
GACGGGGACAAGTACCAGTG CCG CGTGGAG CACG CCAG CCTG CCCCAG CCCGG CCT CTACT 
CGTGGGGTGAGTGAGGGGATGTGGGG CTGGGGGG CTG CGGG CTG CCCCTT C CCCTG CTGAT 
GG CCCCG CT CT CCCCCAGAG CCG CCA CAG CCCAACCTGGTG CCCAT CGTGG CGGGGGTGG C 
CGTCGCCATTGTGGCCATCGCCATCGTGGTTGGTGTTGGATTCATCATCTACAGACGCCAC 
G CAGGTAAAAG CAGAGGGGTG CAGG CGGGCKGTGGGGG CTG TAGGGGGAT CTGGGT CCCCC 
CTTGGGAG CCCCCAACCTGG CTGTGATGTGAACCTGTGATGAAG CAT CT CT CTGT CTG CAG 
GGAAGAAGGGGAAGGG CTACAACAT CG CG C C CGGTGAGT GATGAGGG CAG CG CTGT CCCCC 
ACCT CTG CCCAGTG CCAGGGTGGT CCTGGGGT CCCTG CTTT CT CCCAAGGTACCCATT CCT 
GGTG CT TGGGG CTG CT CCATG C C C CAT AGGGAG CACAGGG CTGGAT CT CACAG CTGTT CCT 
CCCTTATAGACAGGGAAGGTGGAT CCAG CAG CT CGAG CA CAGG TG CGGTGTGGGG CTGTGG 
GTTGGGAGGGGT CCGTGTG CT CT CTGTGGTACTG CCCAGGG CTGGG CTATG CIGGGG CT CT 
GCGGGGAGACCCCCGGAGCAGAGGGTTGGGATGTGAACCTGG CCCCGTGGGACAT CATCCC 
TT CT CAT CCCACAGGGAG CAACCCCG CCAT CTGAGTG CTGTG CTT CAG CCTG CAAGGAGCC 
AACAGT CCACACCAG CATTTGGGGT CGGTGATGGA CACAG CCCCAT CCT CCTGACCT CT CA 
CAT CT CATT CTG CTT C CTATG CTGACTGTTATG CTTTG CCTGCACTG CTT CCTGTGAAATA 
AAATGATGGG CCATT CTGTG CT CAG CTTG CCTG CATT CTG CA CAGTG CTGTGGTTGGGGAT 
GGGGTGGGTGAGAGGACCGTGTCCAGTTTGGCTGCTCAGGGTGCAGATGTGGCCCTGTGCT 
GAGTACCCACTG CCCT CCCCCCCTAT CTG CCTG CTG CT CACT CCCCCT CCTGTACCCCCAT 
CCCTT CT CACCT CT CCT CTGTGAACCCCATG CTGGTGGTTG CTTG CT CCCTGT CCTGG CAG 
AACT CT CATTTT CCCAATGG CAT CCCTGGGTGTTGGGATGTGGTCT CCTTGGT CCT CCCCC 
CAG CAGT CACTG CACATAT CCCCCCCA CTT CCCCCCTAGGTTGTTGT CCCACAG CACTCCT 
ATTT CCCT CT CCCCCCCCCCCCCCCCCCCCCCGCCCAT CCAG CTG CCT CTG CAATCCTCAC 
CCTTG CCCACACACAA CTTTG CG CACT CCACCT CCCT CAT CCCG CCCTT CCCCCAGCT CTC 
CTGT CCCTG CTGGCCCCCCT CCCCCCCCCCCATTGTACCCT.ACACCCAAATAAATATGTTT 
GTT CTG CTG CCCT CCAGj^CT 6g^^ii&i Wki&tI^ TTGTTGTTGGGGCG 
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T COG CT CTT CA CCCTGGGGGGAAGGGG CT CTGGGGGT CCCT CAT? CT CCCTG CA.CTT CTTA 
C-.GCfi.CCGGGACTCCCGCGCTGAGATCCCA.TCA.CS.CCCGGGTA'CAAACA.TGCGGCTTTATT 
CCCAGTTCTGTGTCCCACCCCCGGCCCTGGTGGCACTCAGTGGCa.CCGCAGTCCATGCAGT 
GGCCGTTGTGTGT CGTACAG CA.G CGGTACC 
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12.1 Figure 5 

AT ATATGAGTAAACTTGGTCTG AC AGTT ACC AATGCTT AATC AGTGAGGC 

AC CT ATCTC AGC G ATCTGTCT ATTT C GTT C ATC C C AT AGTTGCCTGC AAC 

TCCCCGTCGTGT^GATAACTACGATACGGGAGGGCTTACCATCTGGCCCC 

AGTGCTGC AATG AT AC C GC G AAG AC CC AC GCTC AC C GGCTCC AG ATTT AT 

CAGCAATAAACCAGCCAGCCGGAAGGGCCGAGCGCAGAAGTGGTCCTGCA 

ACTTT ATCCGCCTC CATC C AGTCT ATT AATTGTTGC C GGGAA.GCT AGAGT 

AAGTAGTTCGCCAGTTAATAGTTTGCGCAACGTTGTTGCCATTGCTGCAG 

GCATCGTGGTGTCACGCTCGTCGTTTGGTATGGCTTCATTCAGCTCCGGT 

TCCCAACGATCA\GGCGAGTTACATGATCCCCCATGTTGTGCAAAAAAGC 

GGTTAGCTCCTTCGGTCCTCCGATCGTTGTCAGAAGTAAGTTGGCCGCAG 

TGTTATCACTCATGGTTATGGCAGCACTGCATAATTCTCTTACTGTCATG 

CCATCCGTAAGATGCTTTTCTGTGACTGGTGAGTACTCAACCAAGTCATT 

CTGAGAATAGTGTATGCGGCGACCGAGTTGCTCTTGCCCGGCGTCAACAC 

GGGATAATACCGCGCCACATAGCAGAACTTTAAAAGTGCTCATCATTGGA 

AAACGTTCTTCC^jGGCGAAAACTCTCAAGGATCTTACCGCTGTTGAGATC 

CAGTTCGATGTAACCCACTCGTGCACCCAACTGATCTTCAGCATCTTTTA 

CTTTCACCAGCGTTTCTGGGTGAGCAAAAACAGGAAGGCAAAATGCCGCA 

AAAAAGGGAATAAGGGCGACACGGAAATGTTGAATACTCATACTCTTCCT 

ttitcaatattattgaagcatttatcagggttattgtctcatgagcggat 

acatatttgaatgtatttagaaaaataaacaaaTaggggttccgcgcaca 

tttccccgaaaagtgccacctgacgtctaagaaaccattattatcatgac 

attaacctataaaaataggcgtatcacgaggccctttcgtcttcaagaat 

tcccgcccgtagcgcgcgcgcaccagccggcatcgcacccgagcaccagc 

tcccccgtcgtccagatgcccacgggccacgtcgaggccgacggggagaa 

atacacgtacctacctggggatctcaacaggccccgggtggccaaccagg 

tcgtggacgcgttgtgcaggtgcgtgatgtccagctccgtcgtcgggtgc 

cgccgggccccaaccggcggtcgggggggcggtgtatcacgcggcccgct 

cgggtggctcgccgtcgccacgttgtctccccgcgggaacgtcagggcct 

cggggtcagggacggccgaaaacgttacccaggcccgggaacgcagcaac 

acggaggcggctggattgtgcaagagacccttaaggggggcgaccgaggg 

gggaggctgggcggtcggctcgaccgtggtgggggcgggcaggctcgcgt 

tcgggggccggccgagcaggtaggtcttcgggatgtaaagcagctggccg 

gggtcccgcggaaactcggccgtggtgaccaatacaaaacaaaagcgctc 

CTCGTACCAGCGAAGAAGGGGCAGAGATGCCOT^ 

CCGGCGGCGCCAGAAATCCGCGCC<}TGGTTTTTGGGGGTCGGGGGTGTTT 

GGCAGCCACAGACGCCCGGTGTTCGTGTCGCGCCAGTACATGCGGTCCAT 

GCCCAGGCCATCCAAAAACCATGGGTCTGTCTGCTCAGTCCAGTCGTGGA 

CCTGACCCCACGCAACGCCCAAAATAATAACCCCCACGAACCATAAACGA 

TTCCCCATGGGGGACCCCGTCCCTAACCCACGGGGCCCGTGGCTATGuCA 

GGGCTTGCCGCCCCGACGTTGGCTGCGAGCCCTGGGCCTTCACCCGAACT 

TGGGGGGTGGGGTGGGGAAAAGGAAGAAACGCGGGCGTATTGGCCCCAAT 

GGGGTCTCGGTGGGGTATCGACAGAGTGCCAGCCCTGGGACCGyVACCCCG 

CGTTTATGAACAAACGACCCAA.CACCGTGCGTTTTATTCTGTCTTTrTAT 

TGCCGTCATAGCGCGGGTTCCTTCCGGTATTGTCTCCTTCCGTGTTTCAG 

TTAGCCTCCCCCATCTCCCGGGGTGGGCGAAGAA.CTCCA^CATGAGATCC 

ccgcgctggaggatcatccagccggcgtcccggaaaacgattccgaagcc 

C AAC CTTTC AT AG AAG GC GGC G GTG G AA.TC G AAATCTCGJGATGGC AGGT 

tgggcgtcgcttggtcggtcatttcgaaccccagagtcccgctcagaaga 

ACTCGTCAAGA.AGGCG|J^^^ pLACEMENT (REGLE 26) 
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TGGGGTCCTCmCKrrCTGATGGAGAGAGGTTGGCACCAGGGTAAGTCGC 

TGCCTACATCACCACTGGTGTTTTGTCTCAGCAGCTGGTGTAAA.TTTCTG 

CCATCTGGGCTATTTCTGTAGAAAGCAAAGAAGCTCTGCTGGTGGGCAGC 

TCATCTCCCAGTGTGAAAAAGCAAAATGCAACGCATGCACCCTGCTATCC 

ATGTGGBCCYAKCCCTCTCCATCAGCTGTTGAAGGAGAAATCTGCACTCA 

gaagagattgaattgggctcagatctggcttgggaagatgatgattccaa 

CC AGAGTC C AGGAG ACTTTGGGGAATGC ATGAATC CT ATAGGAAAATGGA 

taacccttcatccaagagcaagctggcatgatgctctggggtgaaaaccc 

ataatgccacctggttttaaggtttggggtggcttacaatgtgcagctct 

gcttccggcgaggcactgggagccctaaacccatggagaggtcaaaccag 

TGCTGGAGGTCATTGTCKKjCCCAGGTGCAATGGGAGGTAGGCAATTATGG 

acatcgctgaagccaccccacgctctggggaacttgggttttcacctttc 

actgcactttaatgggatttctcatcaatgt ctgc atgttcttggccacc 

tgtttaaaaatataataataataattaaatcttttgccccactgcgggat 

gagcagctggtggttcccagctcacaataaaccacacttgagactccctg 

gagaattcgctttctttttgcagctggttccatgtkgggsykttcagccc 

ctctgcagctcataggcttttcttcacagcctctgctccacctattgctg 

aaaagggggaaatttgagatggatcccattttgtgaacatct cccm acct 

gtgggtaatgctcagacctctcagccctgtgggtttaatttctctttctg 

cagcttaatgggttggggatgttcattactgcaataattagtgatgggat 

aggggaggcaggagaggatcccgtcgaccgatgcccttgagagccttcaa 

cccagtcagctccttccggtgggcgcggggcatgactatcgtcgccgcac 

ttatgactgtcttctttatcatgcaactcgtaggacaggtgccggcagcg 

ctctgggtcattttcggcgaggaccgctttcgctggagcgcgacgatgat 

cggcctgtcgcitgcggtattcggaatcttgcacgccctcgctcaagcct 

tcgtcactggtcccgccaccaaacgtttcggcgagaagcaggccattatc 

gccggcatggcggccgacgcgctgggctacgtcttgctggcgttcgcgac 

gcgaggctggatggccttccccattatgatcttctcgcttccggcggcat 

cgggatgccggcgttgcaggccatgctgtccaggcaggtagatgacgacc 

atcagggacagcttcaaggatcgctcgcggctcttaccagcctaacttcg 

atcattggaccgctgatcgtcacggcgatttatgccgcctcggcgagcac 

ATGGAACGGGTTGGCATGGATTGTAGGCGCCGCCCTATACCTTGTCTGCC 

tccccgcgttgcgtcgcggtgcatggagccgggccacctcgacctgaatg 
gaagccggcggcacctcgctaacggattcaccactccaagaattggagcc 
aatcaattcttgcggagaactgtgaatgcgcaaaccaacccttggcagaa 
catatccatcgcgtccgccatctccagcagccgcacgcggcgcatctcgg 

GCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCA 

caaaaatcgacgctcaagtcagaggtggcgaaacccgacaggactataaa 

GATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCG 
ACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGT 
GGCGCTTTCTCATAGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCG 

ttcgctccaagctgggctgtgtgcacgaaccccccgttcagcccgaccgc 

TGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGA 

CTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGT 

ATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTAC 

ACTAGAAGGACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTT 

CGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTA 

GCGGTGGTT 1 1 11 1 GTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGA 

cgaaaactcacg^^ 

tcacctagatcctttta.aattaaaa.\tgaagtttta.aatcaatcta.^gt 
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CCATAATATGCCATTAGAAGTAACACATCCATCAATGATATATCCATAGA 

ATACAAGAGA^CGGTCTACATTTACTTCAGATCCCATTTTCAGGTTAACC 

ATGAAAAAA^TACCCAAAGACTGAATGTCACCATTCAGGGATCCCGTGTG 

TAAAATCATGACTTCTGCTTTAATTATAAGAAAAATGAAATTCACTGTTT 

TTATTCTCTTTTAAGATGAACTCTCAACAGAAGTTGGT GAGTA TTTTTCT 

GCCCTCCAGCAAAACCAAAGCATGCAGTTTGCAGTCTGTTTTGGATATAT 

ATTGTACGTGGATATATAACCTGTATGTTATAACACCTCTGGTTTCCTTT 

TCTCCTTCTTTTCCTCAGAAAAACGAGAGAGAAGAATTGGTGAGTATCAA 

ACnTCCCCCCAG.AAGTGGACTTTGGTGTGTTGGGAAGATCCATACCACAA 

C GTT GGTGC C AAA.CTT AATGG AAAT C CTTT G'l i i 1 i 1 CCTTATGTTTTC A 

GATGAACTCACTGCAGAGCTCGGTAAGTCGTGATTATAACTCATAACGAG 

TTATAATGCTATTGTTATATATAATATACATATTATATATTGTTGCTATA 

ATTCATAATAGAGCAAACAATCACAAGGCACAGAAATATGG^TTTGCTTT 

GAGAGCCAAACCTTAGGAAGTGATAACACAATGGGAAGAGGACAATGACC 

ATTTCTGTTGTTC CTCTTTTC AGAGC ACT AC AAGGC AAAAGCAAGTGAGT 

GTCTCCTTCCTCATCTTCAGCACGTGAGAGAl 1 1 iGGGGGCl l i lGGGAC 

GGCTATGGGGATTTACACATAATAAAACAGAAGATGAGAAGACAGTTTGT 

TAACrTGAATTCAAACTGGTTTGAAATTGGTGAAATTACAGTATAAATAA 

TCTCCCCAGTACCCAATTATACAATGGGATTAATTACAGCCTGCCCAGGA 

AAGGAGCACTGAATTTTTTCCTGCGTCCATCC AGCA TGAAGTCCATCAGA 

cttaagcttacac<:ttaaagaatggttcatttttttcatttaaccccctc 

GTAAGTTAAAAGATGGACTTCAGCATCACAGAAGTAGCCCAGAAATAGTC 

AAAAAATGGGTCATGAATTTCCAGAGCACCCCCC CACACTTTCCTTGGT G 

AATAGGAAAACAAATATTAAAACTAATTAATTGGl m ITTTTCTTTTTA 

GGAAGATGTTTTGAGGAACACAGTAAGTGCCCTTTTCTCCOTCTTTAAG 

CATCACTTTTCACTTTAAGTCTGCATCACAGTTAATAATCCATCTCCTTA 

TTATGCATTTTTACK3GAGAGGCGAAGAAAAGTTGGGTAAGTCATTTGGTT 

AATTGGGTTTCTGCTTGCAGACCCCATCCAGGAGCTCATGTCCTCCTCTT 

AGTGTCTGC ACTGT AGAAAT ATC C AGGTT AGAC GTGTAGGTAGGAAAT AC 

TGGACCTGCGTGGAGGTATTGCAGACCCCATTTATGTGTAGGGGAAGCAG 

aacatcaaactattgagccttgagctccacgaagacaagccaccctctta 

GATTTCAAGCGAAGTCGAGCTGAATAGATTTAATTCTTTCTTTCCCATAG 

TAAATGTGACTCTGGACCCAGAGACGGCCCACCCTCGCCTCGTCCTCTCC 

AAGGACCAGAAGAGCGTCCGATGGGAATACAGCCTGCAGGAATCCCCCGA 

CGGCCCCGAGCGCTTCGACGCCGATCCCTGCGTGCTGGGTTGTGAAACCT 

TCACCTCTGGGAGGCACTGCTGGGTGGTGGATCTCACAGAAGGGCAGTAC 

TGCGCCGTTGGGGTCAGCAGGGAGTCCCTGCCCAGGAAAGGAGCCGTCAG 

CTTTAACCCTGATGAAGGCATCTGGGCTGTGCAGCAATGGGGGTTCAAGA 

ACAGAGCCCTCACCTCCCCTCCGACCCCACTGAACCTTCCACGCKjTTCCC 

AAAAAGATCCGCATCTCTCTGGACTACGAATGGGGCGAGGTGGCGl nil" 

TGATGTGGAGAACCAAATCSCCCATCTTCACTTTTCCTCTGACCTCCTTTG 

GTGGGGAGCGGCTCCGGCCGTGGTTCTGGGTGGAGCTGGGCTCCCTCTCA 

CTGCCCAGATA^CCCCGGAATCCCTGGAGGTGCTGTGGAGGTGCCTTACA 

GCAGCTCTTCCAGACCGGGGTGGAAAAACTCTCAGGAAAAGCAGCATTAA 

A^CCTCATTCTCCCTCTTCCCAGTCAACCATTGTCATGCAAAAGAAAGGA 

AACCCATCCTCAA.TGTCATCAGCATCCTCCGTGTGTCATGTCTGGTGGCC 

CCCATTGATGTATGGGGTGGCTCCTGTTGGTGTCTGGTGCCCCCTATTGA 

CGTATGAGGTGGCCCCCATTGACGTGAGGTGGCCCCCATTGACGTGAGGT 

GGCCCCTATTGACATATGGGGTGGCTCCTGTTGATGTCTGGTGCCCCCCA 

TTG AC ATG AGGTGGTCO IICBT3£4fflBIH?Ci£CMff iWTpttEQiESBFC AATGCC W 

C:\nGATTGCAGTTCCAAACTCTAGGGACGTT.AAACGACCCACAGAGAGGA 
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AATC ACCTC \ AAATGAGCCTGAATGTTTGCACTGAGGACTGAGC AC AGCT 
GGGCACTAATTCATCTTTATTTCTCTCTTATTTACAGAGGAACGCGATCT 
GAAAATCAGTAAGTGCTGCCCCAAAGCCATAGGGCTATGCTGGGCTTCAT 
CCCCACAACATGAATTTTATAAATTAAATAAATAAATAAATAAATAATTT 

tatattttatgtatttgatattagcagtatttaaaaaaaagaataaaata 

actcaagaatcttaggatcaatagt aacaca atgatgcaacgtggataca 

aaagcagtaattcctatttctttgggtttttatccttccaggggaacacg 

aagcagagatacgtgagtgttattttatatactctataatggaa/^cttt 

tttctctgtaatataaaaataggctttattattkgaggggttttttggct 

taacgcaaatgcgaagtgcttgaaattctacgtatgaaatagaggatttc 

ccatagagaaaaacagcaatttggggctggaataaaagtttcatttcctt 

gctgaaaagtgaatgaaaagggggggaaaagaacataaaaattgagtttt 

ttccctcattaatctgtcatgaaatgggttgggttcctgaatggtgatgt 

caacacctcgttttgggttcagcccaacataatatgtgtctgtcctttat 

ttctgtatcactggtgttaaagagagctgttttgaactaatatctctttt 

TT AATT ACTTTTTCTTTTTCTTTTTCTTTC CTTTTTTCTCC C GTTTCTCT 

CTGTTTTGCTTTAAGGGCGCCTCACTGAGCTGCTCGGTAAGTCCATTTCC 

TTCCTTGCATCTGTSAAWMCAGCWATAACCVHAGGYCCTATTTTGGGGGG 

GAAGGAGGGGATAAAACACAATAATGATGAAAT CAGTG CT TTGG AAAGGG 

TGCAATTATTATTTCTCCTGCAAATGAATACTTC CTTT TCCCTTTTGTTT 

GCAGAGGACCGCGATTCCGATGTCCGTAAGTCCTTTTGTTTGTCCCGGAG 

CTGTGAATCCTCCAATGGGAAATGCAGAATTTCAGAGTCTGCCCCAAAAA 

TGACCTTTTTGAGGCTACAAGGGATGGGAAAATAAGGAGAAATGTCCTTA 

TTTATTGATCTCCTTGTTTATGTGCAAAACTGGGTGACTCTTCTCTGCCG 

AAC AC GTT AGAAAT AAGAAC AC AAAATGGGAGGAAATGGT ATTT ATTC AT 

ATCTGTTGTTTTTCTGTTTAATTTTTAGGAGAACAGGACATCCTCATTAG 

TAAGTGGCACTTTGGATTGATAAGAAATGCAGCTCCTGGGGACGTTTGGG 

tgctgcgattgctggcactgctggggctttgtgttgtggtggaagtggaa 

ttacttcaaaagaagagaagaatggaattatctggagaaaaaggggaata 

aatggaactgtttgggaaaagaaggaggaatagaatggaaatattgggga 

AAAAAGTGAAAT AGAATGGAATTATTTC AAAAAAAATGGAATGAAATTTA 
GGGAGGGGGAAGGGGAAGTGGAATGGAATTATTTGGGGGAGAAAAAGGGG 
AAAATTGAATGACTGGGGGGGGAATGGGGAAATAGGATGGGAKTWTTTTA 
AAAATACAGAATTGTGAAGGTTTCAGCCCATCTCAGAGAGTTTGGTATCC 

tcgagttccccctttgcaacccattgagcatccttgggatgacaccaaat 
tctgttttctccttttcaagggaaactgtcagaagagctcggtgagttat 
ttccacttcttacatacaaaactgattctggataatccttttgtgtgttt 

TCCTGCTTTGCCTCTTTGTGTTTTAAGAGGCAACTGCAGAAGGAATGGCA 

caaagggtgcagaggatctttgggataaataacagggaaaacagggatgg 
gatagcaatgagttggtgcaataatctatggcacaaaaggtgacggcgtg 
tttcacattttgctttttctcttccttttagaggaattaaggggtc ggga 

AGTTGGT AAGTGAG ATTCCTTTC CCTCTTCTC C C C AAAAGGAT AAGGGGT 

AATTTGGATTCTGATCTCTTTTTCTCCCTTTTTGTTCCTAGAGGAGAGTG 

TTCTGGAGAGGGGTGAGTATCATTCTCTTTCTACTGCTGCTTTTGACTGA 

AGGAATCCCCCATAAGCATGCTGGTGGGATGGGAATTCTACATCTGATAC 

ACAATT ATT ATCATTTCTTCATTTTTT AT ACAC AGAAAT AGATAAi 111! 

TTCCTTTCTTTTCTCTTTTCCCCCTTTTTTAGAGGAACATGATGCCAGAA 

TTGGTACGTGTCCATCTCCCCCTGCTrTTGTGGTGTCTTCAAGAAGGCCA 

ATGGGGTCATTTGGGATTGTTTGGGTTGAGGATTGGGTTCTTGATTGAAT 

TTGGGGGAGGATTC.*60TCCE:0E.*^e^eef^T^fte6fl:eSg>ATCTCATGT 

TTTCCTATGGGCTTGGATCCTTCTGTTGGATACCTA.AGAATACCTGAAAT 
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tcctgggggcaagagggcaccgccgtgtaaaaaawacatatatttaacca 

tttttccttctttttttcccatttaggggaccgtgactcaaagc tccg tg 

agtgccactctcctcctgattaaaatctgagtga agatg tggattttcct 

cagtgtgctcctacaatctcactttttcagcacagttttccccaaanttt 

gtgtttctccacccaaccccttacactgatcctaaat gggtg tattgcct 

GAATCAGtGGTTTTCTTCCCTATTTmGATCTATCCNGTTTTATTCCAGT 

ATATGTTTTTATGACATAATTTTATGACATATTTTGTTGTATGATGCCCA 

TAGACCTTATTACCATTGCCTGCCCCTGTGTGGATCAGAAAATATATTTA 

ATATAAAACAGATATCTCTACTGACAGTGATTTCTGATGCACCCATGAAG 

GAAAAGGATTTAAAATAAACTTTAATTTTTCCCTTTTTAGGCAAACTGAC 

AGC AGAACTC GGT AAGS ACMTKKYCKTCS YC ATTC CC AT AAAACAAATGA 

AATTATGGATGGATGGATGGAAATTAACCAGTTAGTAGAGGTCAGCTTTG 

CTCTAGGACGGTCTGAAAAGTGACCAAAATCTGCTTTTACTCAi 1 1 1 iCT 

TCTTA1 1 1 1 1 1 f GTAGC AAAGTGCGATGC AACGATC AGTAAGTGCTGCTG 

CATGTGGGGGTACCTCCATCTTCGGGTCATTTTCTGCTGTTTCAGCATTG 

AAAGGACATCAGAATTCCTTAAATCCAACAAAATTGGGGTCACTCGAAAG 

GAAATCTTTGCAGATATGGGGGAAATCAGAGCCAAATTTTGAGGGGGGGA 

GGGAAAATCTCAGGGGTGTTTCAGAAATCCAATGGGATCTGATGGTAJTT 

TCTGCTCTCAGGACTGTTTACAGTGGAACTCGGTGAGTCCGTTTCCTTTT 

TG TI 11111111 CTAATTATTATTTATTAGTAGTATTATAAATCAATATT 

ACTGTTGCTTATACATATTGTTGTACATTATATACATAATACATACATTA 

TATACAGTATATAGTATACAGTAGTATATAATATTATGTATTATATATAT 

ATAATGTATTATAATAATGTCATATCTAATATATGTCTGTATTAGATATA 

ATGCATATATATTATTGTACTACAGTCATATTATAATACATTTACTTATA 

TCTGCCTTTTTCCACACGTTTCATTGACCTGATTAAAAACTAAATCCTAA 

AGGCAGAAGAAGATGAAAACCCCCAAATTAACACCAAATAATTGCAGCTA 

TAGATCATATCTATCAAAAGCAAATTTGCCTTCAGTCCACATCACGAAAT 

TAACAATAGAAAGGTTTAAATTTGGAACGTACAAACAATGACAAATAACC 

CCCAATGGCTTTTCTCTTCTTGCAGGAGAGCGTCACACCAAAATAGGTAC 

GTGAGGTGTTTGCTACCTTCGTTTGGAAGGAAGAAATTGCATTAATAAAA 

CCTCTGTCCAATATGAAGCCGGGGTCAAATTACTCATAAATCACCACTGA 

TTGTC C ATGAATTAAC AGGGAAAAAAAAGGCT AAACTTGAAAATAAC ATT 

Til 1 1 'CATCTCTCTTTTAAGGGGAACTCACTGCAGAAGTTGGTAAGTCTC 

TTTCCCATCAGTTTAAGCAAAAATGGTTCATCAGATATATAATAATCCCT 

T ATTTCTGCTTGTTTTT AGGGG ACT AC AACAGGAAACTTC GT AAGTGCCT 

TT AACTTCTC C C ATT AAGAGTT AAAC CTTTC AAT A i 1 1 1 1 GATGCTTCAA 

TGTGCTGAAGCCACCAAAAATGTGTTTYAATTGTAAAGGGGCTGAGCGTC 

AAACCTGAACACTGCCATGTTGGGGGCTGAGATTCGTGGGATTTGGGTTT 

TCAGTGTGAAAATGCCTCTGGGTTTCTGTGCCTGAGCTCAGGGAAACACG 

ACCAGGGCTTCCCAGTAGGAATGAGACCCCAAAATATTTCTACCTGGGGS 

CTTTTCCCATTGGGGAATTTATTCTGTWAATCCATATTTCTCCMCSTTTG 

ARCGTYMCTCMTCMAATGTCACAATCTTGGCAATGTTGAGAAGATATATA 

GATATCTATTTTAATACTGATTAATATGGAGGTGTTTGTGTTGGTCAGTG 

ATGTCATCGGGAAAAGATCTGAGTCATTGAATCCCCATTTCTTTTCTCTT 

TATTTTAAGGGAAACACGCAGCAGAACTTGGTAAGGGAATTCCCTCCCTG 

GGTTTGTTCTCTTG' nT ' l "l CTCTTTTGGAGGGGGAl 1 1 1 1 1CT ATGTCTT 

CTTTCTATGTCTTCTTTCTATGTCTTCTTTCTATGTCTTCTTTCTATGTC 

TTCTTTCTATGTCTTCTTTCTATGTCTTCTTTCTATGTCTTCTTTCTATG 

TCTTCTTTCTAA.GTCTTCTTTCTATGTCTTCCTTTCJATGTC 

AVVGTCTTCTTTCKAVf§^f^I^ I ^^^^^ ft ^^ v 
TCTTTCCTTCTTTCTTTCCTTCTTTCTTTCCTTGGATTTTGAGCCAAAAA 



WO 99/27132 



PCT/FR98/02501 



12/110 

TAGAAGAATGGGATGCAAAAATCAGTGAGTGCCCTTTTTTCCTCTCCCTT 

cacggtgaggtatgggtgtggaggacctgaattaatgt gaatt cctctgt 
ttt aagggaagct aac ag aag attttggt aagtc gctt attttc ctc gat 
ctgagtgcatatttctacacctttaccatcagtgatgaccaacgtgtgta 
tgcatttctctttattccatttagaagagagcgacacagagctcggtgag 

TGCTTTGGGGTCTTATCAAGGTGGAAAGATGCCCCTCTGTGCAACAGTGG 
GGATTGGGAGAAGCCCTTCAGCTCTTCCATTTATCCACATCTGATACCCA 

gatggagtcaggatgcagaactggaggaggagggccaaagctttgggcat 
tttggggttatttttgttcctcgagagctcccaggattgacccgtgtcca 

TTTCTGTGTTATTTCCAGAGGAATGTGACACAGAAGATGGTGAGTGTCCT 
CCGTGAGAGGGCTCAGAGAAAGACTTCCACCAAATCTCCCTCCTTTAATG 

tatattctgatgtatttatttaaggggatctcgcasctgagatcggtaag 

TCGTGTGTGGTTATACACCCCTATKTGTGCCTCCCATCAAASAGGGCTCT 

gtgcascttgagtkgtgttcccacagggtttgtcycccactcttcacacg 

AATATGGGGGTAAAACC C AAC AAAATGGC AC AGAGGGATTGC AGAAAGGG 

CGGGCGTTGGGTGGCGCTGTGTTCTGATCCAAGGGAGGGTGAAGCTCATG 

AGAATC<rTTCTTTCTTTCTCTTTTTGAAGACAATCTGACTG CAGAGC TCG 

GTGAGTGCTTCCCTTTCCTCTCTGCTTCGTTTCACTGTTGGGlliriAGG 

GGGGAAAAATGCTTATTCCCCCCATAAACACACACATGTAACCCAACCTG 

GGCTGG AAG AAGGGTC C AAAC GTT C AT AACT GC AG ACTGC AATT ATC ATT 

CCCAATTGGAAGGTGATTCCATCATGAACCATCCACCCATCACAGTGGAA 

TTCTGACAGTGTTTCTCTCTGTTTTCCCTTTCAGAGGAACGTGATAGGAA 

AATCAGTAAGTGCCTTTTTCCTTCCAGAACTGATGGGAAGCGATGGGTTA 

GGGTTAGGGTAAGGGTTAGGGTAAGGGTTAAGGTTAGGCTTGGGGAAAAA 

TAAGTTAATACATTTCATTATGGCTTAGAATTGAAACTAATGTTCATCTA 

TTTCTTTGTTTTAAGGAAAGCTCACATCAGATCTTC^TAAGGGTTACTTC 

CTTTAAACTATCCTTAATTCTGCAACAGTGCTGGGTATAGAGTAGAAAAA 

TATGCATGTGAAGGTGTATGTATGCACATGTTAATTCATTCCTATTTATG 

TACTCGTTAGTTGCTATATATGTATTAATTTATTCACATTATATATATAT 

TTGTATATATTTGCAAATATTTGTATGTATGTGTGTATGTGTGAAGAGAT 

TGGGGTTTCCTCTGGTTGAAGAGGGGGGTGAATGACAGCAGGTGTCCTTA 

ATAAGCCTTATTTTCAAAACACTAACAAGGGAGAATTGGGATACACAGAA 

ATAAAGCCTAAAAATGGGAAAAAGAAAAGAATGAAATGGGTAAAATATTG 

AAAAGAACRAAAARTTTGGAGAAAAGAAATGAC AS 1 1 1 iGGTTGGGTTGG 

GGCTC^TCTGCATTTCTCCRCTTATTTTCTCCCTTTGCTTTCAGGTGATG 

TTGACACAAAGCTCAGTGAGTGGAGCTGCTCTTCCTGCCCCACATTTAAG 

AGTA1 1 1 1 1 GGTATTTTTAAGACTGTTTAAGAATATTTGGAC ATTTCC TG 

TGGAAAATGGATTTCTGGTCTGTAAAAAAAACCTGGGGCTTATTTTTGAG 

GACGGAATAAATGTCCCAAAAAAGGGGGATTTTGGCATCAATTGACTGGG 

AGGTGAAAAATAAAAGCAGTGATCTGAGCGTGTTGGGGCCAATGGATGAA 

CCrCAATGATCATTGTGGTCCTTTTCAATCCAGGCCATTCTATGATTCTG 

TGAAAGAAAAGAAGATAATTAACATTTAATTTTCTTCT TTCTCT TCTCAT 

TCCAGAGGAACGCGACAGGAAAATCAGTGAGTGTCAC1 1 i 1 1 1 GGGGCCA 

AAACCCTCTGATTTGGGGAAGGGATCCCTGATAGAAGTGGTTAATCCTGT 

TGGTTTTTCCCTCCTTGCAGCCAAACTCTCAGCAGAAATACGT AAGTC CT 

TTTCCTCCCC AATCTGAACTGTTTCTTT GTATTCTTA GACTT CC 1 1 1 1 1 T 

TT TTTTTI CTGTTTTAA.TTAAAATAA.TGC l 1 1 1 1 1 TTGGTTGG1 mill 

TTTCCCTATTTGACAGGCAGACTGACTGCACTGCTGGGTGAGTGGTGCCA 

TTAAATCCGTGTGTGGTTTTGGGCTGAAAACCCTTAA.AAATGGGAACTCT 
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C CC AAAAT AGCC ATGACTC AGC AAGC ACCGT AGTGGGC ATGATTTGCTTG 

GGTGACCCCGTGGGTAAGGAGCCATTTGTTGGACACCACGATGTCGTTTT 

TCACAGCCCTGTGAGCGCAGCGTCTTAAATTGCCCTCCAGACATTCCAAA 

TTTGGAGAGCTCAAATGGCAAAGGTGAAATGGGCGTCAGCCCTCCGGGAT 

GAAGGAATCTCTGCCGGGGTTTTCCGTTGGATCACAGCAGGAGGATTTGC 

TTTCCTAAAGCATTAGAGTGACGTGGAGAGCCCAAATCGGAGC CAGTG GC 

CACATTCTCCCAAGGGAAAACCCTTCGGGTGCCCCT ACGGTT CCTTTrCT 

AGCATGATAACAAA.CTTCTTTTCCATCCGCCCATCCCCTTTTGGGTTTGG 

AGGTTGACAAATCCCCACTGAAATTCCTATGTTGCACACATGTCCTTCAT 

TCTTTAAGTAGGAGTTAGCAAAGGTTCCGCATTGACTTAATTCAGAGCGA 

GATCAACAATTTTAGGCATTCrTTATGAACrTCACATTGTTTTATGCTGA 

TCAGCAGCAAAAAAACATACAGGAATAGGAGTGTGTCTGTAGGAGTGCTC 

TGCATTTTCTTGCTCGTTTGGCTGATTAAGGAAGCTGGGAGGAAATGTTG 

TGAAATAATCCCAAGTGATGAGAGACTGTGGGTATGGGAGGAGATGCCCT 

CTGTCCTGGTGAGCAGTAGGGACAGAAGACCTGAGCTCATTTCATATATC 

TGTATATTAAGGCAATGCTAACCAGTGCTGTCGTGTTATTTGGGGCCAGG 

AGTGOCTTCTGCCCCCGTTGGTGCCCATAAACCAGTGCTGCCCCATTKGG 

GATTGGGGTTNTGTTGGCAGACAACATCCACCAACCAA.CCCATGGCTGAT 

AGCAGAGAGGCGACCAGGTCAACCCTCCATATATCTCTGCAGAAACCTGT 

TCCTGTCTATACAGGGATCCCCATCCCTCCCCCAGCCCTCCTTCCATCCT 

CGGCATTTGGGTTGGCTATAATTAGGCTCTGGGAACGTTCCCCTGCTGCC 

agcacagctgtcgtgtctgcaatgatccttccagctctctgcggacacgc 

AAACCCTCCAGCAATCCTAAATACCCATTTCCTGCACTCCTGGGACAAAC 

TGGGAGCTGCCAAAAATCTCCAGCCCCCCACAGACGTGACCATCACAGCA 

CCAAGGAGCAGAGCAAGCGCAACGTGATTACGGTGCAGGTCGGGGTAAGC 

CTTTCTCTTTCTTCCCACAGCCCAGGATTTGGGGGATCCTATTGGCTCTA 

TGGGATCTGGGAGATGCAGGAGAAATGTGATCCCTTTGCTGTAGCAAAAC 

AACCTTTTAGAGTCCTGCACCTGAATCTGGCAGTACTGGAAAGCAGGAGA 

GGGATTAAGAGTCCTTCTGCATTATCCTGCTCATAGGGAAATACAGCACA 

GAAATCATTGGGGCTGCTTCCTTTGCTTTCTTGGCACAAATTTAGGTCCT 

CATTACAGCGTTTCTTTGACTGAGACCCCAATAGGATCTACAGGGGTAGA 

ACAAAGCAGACAAAAAGTGATTGATGTTTCC TATGC GATTTGTTGCCTTT 

TCCCATTGAGATTTCTGCTTTTCCTATGGGGCl'l 1 1 TGCTTl l rCACAGC 

11 11 IT I ATTC ACTGT AGTGAAT AGAAA 1 1 1 1 xAGGGC 1 1 1 i AGGTCATT 

GATGCTGTTATGAACACAGAGATGAACTCATAACACCTTCCTGGTGTGGT 

TTGTCTATGGGATAGAAAGGAGCTCATGGTGCTGTGGACAACTAACAGAG 

GTGCCTGAGGGCTGGGCCCTCTTTGTGCCCCTTCTGGGGGTCAGCAAACT 

CCTTTTATTCAGATATAAATCCCCTCATCCACAATTTCACCAGTCTTCCC 

AATGCAGACCCCAAAAAACATCCCCAATGACAAAGTCCACGAACTGAGAA 

aagcagcaaaaagcctcccagccccaaatatttatcccttatcccattta 

TTTCTATGGGCAAAGCTATTCTAGGCATCAGGAAGGTGGGAGATTCCAGG 

TCAGTTTGTTCCTAATTGTGATCTTTTAATGATGTTTCTCCCATCAGGTG 

GACATTTGGAAGTGGTTCTGACTGGGAAGAGGACGTGATGATGGCATCAG 

GTAGAGCTCAGAAAGTGGTATTTATCAGCAAAGCAATTTTCCAGGTCTGT 

TTTTTC C C ATTTTTCC CAT ATTTTTTTCTT ATTC AGGGAAGAGGAACGC G 

GATCTTGGTGAGTGATTTTCTTCCTTTTACCTTCAAAAAGTCCCTTTCCA 

TGTGTAG.AA\TGGATATACGTACCCCCCACTGATACCCATTTCCTTTGTT 

CTGTCCTTATATTTATACTrCCCCATATTTTGAACACATGAAAACAAAGC 

CCACATTAA^TAAATTCATAAACAGTGCAATTTTTGGACTATTATTTTCC 

ATAGAAA^GTATTAAATCAGTGCAGAAGTGCCJCTGGAGGTGACTTCTGC 

AGC ACCC.^A\G AG ACF^U&S1^<£SS^ 
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GAAAGAGGTTTATTTTCACAGTGTGGAAACTCAGATCCGTTGCCTCACCT 

GC ACCGTGT ATTTGC AG AC ACC C AAAGTGTTCC AG AGTTTGATGGTTTTG 

TCCCTGGAGCCCGAAACGATCTGGCGGTTGTCGGAGGAGAAGGCGACGCT 

CAGCACATCCTTGGTGTGGCCAACAAAGCGGCGGGTGGTGGTTCCTCTGC 

AGGGACACCAGGAGGGTCGCACGGGAGGGACAAAGCTCAGCAAACCCCCA 

TTAAATTAATTAACCCTCCCCTAAATTGAGGAGATCGTGCTGCAGTGCAT 

AAATTCTTAATGAACACAACTGATGGAAGCAGGAAGGAAGCTAAAACGGA 

GTCATCTCCACATGGGTTGAGGAGTGGTGGTTCCTTCCCTCCTTCCGAAC 

AGGAACAAAAGGGTGCCAAAGCTTTTGATATAGGGTTGGAATAATCATGA 

GGAGTTTAGGATATAAAACTCAGCTTCCGTGGACACACAGCAGCGTAAGT 

GCTGAACGCTTTTGGAGGATTGGGGTAGTTCTGCTTCCTGAGGAGTTTCT 

TCTCCTATAGTACTCCCAAAAATCACAGTGCAAGAAGAGCCGGTGCTGCT 

CCAACCTCACCCCAAACTCTGTACCCCAAAATCACACCGAAGGAAAAGCC 

TGCTTGCTCCAGTCTGTACCCCACAGCGATGGTGAAGGAAGAACCAAATC 

CCCCCCTGCTGCTCCACSTGCTTCTCTCCCATCATAATTGCAGGACGTGT 

CCTCAGATCCCGGAGGATCAGCAGACTGTGTCAGGTGTAATCACTGGGAG 

AGTGAGCTGAGGGAGGAACCGCTTTGGTCCTCCCTCCAAGCATGATTTAC 

CACCCAACCTGAGAGGAACTCACCTCATTTTCACGCTGTACCGCACACCT 

CTCACCCACCCCAACACCCAAACAAAACACAGAGCCCAGTTCTGCCCCAA 

ACCCCCACCCCAAAGCCCTTTCAGTCCCCAGGACTCACGTGGTGAGGTCC 

CACAGCCTCAAGGTGCCATCCCAGGAGCCCGACAGCGCAAACTGCCCATC 

GGAGGAGATGACCACATCGCTGACAAAGTGCGAGTGGCCGCGCAGGGCGC 

GCTGCGGGATCCCGTAGTTGGTCTCATCTCGGGTCAGCTTCCACATGATG 

ATGGTTTTGTCTGGGAAGGGGGAAAGGC AGCGGC CTC AGCTCC AAC CCTT 

CTCACATTCCCGTCCTCACTGGGCTTTATCTCCCTCATAGCAATGGGGGG 

GTTACACAGAAGCACCGCACCCCTTCCTCTCAGCCCCCCAACCGCCTCCC 

TACGTCCTCATACACAGCAGCCTCCCCACCCTGCAGCTCTCTGTCCCCGA 

GCCCTGCACCCCATTCATCACCTCCCCTCCCCSAWGGTCCCCCCCAGCCC 

CCTCNTYTAYCACKGACGGTGTCCCCTTATTTCCCACAGTCCCCTCCATA. 

GGCCCCACAGTTCCCTGCCCCCCCCCACCCCACAGTTCSGCCCCCCCCGC 

CTCGGAMGAGGCCCGAACCCCTCAAGGCGCGGCCCTCACCCCGCGACGSG 

GAGAGAATCATGTCCGGGAACTGCGGGGTGGTGGYGATCTGCGTCACCCA 

CCCATTGTGGCCYTTCMGGGTACCGSGGAGGGTCATCTGCTCCGTCATGG 

CGGC GGC GGGGC GG AGGG ATGGC GGC GG ATTC AAT AAAGGGC C C GGC C C G 

gtccggtcctaccgcccgygatggccgccagcgcggaaagagaaagaggg 
aggtgacttccggcggaagcggaagtagccgc'tgggttgtacggcaagag 
gggcaacatggcggcgcgcatagagagcacgctgaatgggggaatggggc 
ttttggaggtggggagggaaggttgttytctgc c gctgc aggbac acgag 

GTGCGGGCAGAGCACCTTCTTTAACATTTGKTATTATTTAACGTTTWACA 

TTTAGCATTTTTATTATCCCTGTTGTGCCAGGACGGAGAAGAGCAGGGTG 

TGCAGCCTGTGCTTATCACCTGCAGCTGTCCCTGCACCCCACAGCCAACC 

CAAGTTTGTGACGCCTGAGCAGGATCTGACCCAGGAAGGCAAACAGAAGG 

TCTGAGTCCTCCTCCCTTTCCTTTCCCATCCCTCCCACGCTGCAGTTTGG 

GGGCTGTGACCCGTCCGCGTTGCTCAGTGCTCATTCCGATGAGCAGTGGC 

TGATGGTGATGTTCACAAGTTTTTGGCATCCCTGTGGGTTCCACCCCCGT 

tttgtctcaccagcctttttctatccgtccttatcagcagatcatccttg 
ttattagatctgtctttttccagtcacggctttgcattttcaccttggtt 

TTACCACCTAACATCAAGCCTTTTGTCCC'CATCTGATGATATTCATGCAG 
ATAAATCCGTAAAGCAGGGAAGAATTAAATTCTGGCCCCTTCTACACCCA 
TTTAGGTTTAGATCT5^^fek%^^9f (?.?fe^^fl^^^55^t^?5)CAGAGCCA 
GG.AATAACGTGTCTTGATGTGCC.AACACACCTTG.AAATCCAGAAA.ATTGC 
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GGCCTGGCACTTTATTTAGGGCCACGTAGGCCGGGGAGGGTGCAAAAAAT 

TGGGCAACTTCCACCTCTGAGGCTGCTCAGAGTGCAGCATCGCACCAGGC 

CGCACCGGTGGGAA.GCAGCCTTGTTTC CCCTT GCAGCTTAAGAGCTCTCT 

GAGGTGGGGG7ATTTATTTTCTCTTCCCTTTTCTCAGCTGCTGTTGAATT 

TCCAGCTGAATCCTGTCCCACCAGAGAG ACTCTGATTG CACCCTGTTGTG 

TTTTACTTCTTTTTGTTGGTGGATTGGTAl ITTTTTTI iCTGTTGGCGTT 

ACAGAGCTAGTTCAAAATATTTTTGGCTAAAATAAGAATTAAATGGAGAT 

CTAGTTTTTTGAAA.TGTCAAGAAATAATAATAATAATAATAAAGAATAAA 

GAATAAAGTTTTAAAGCTGAGCCTCTCCCTTATTGAGAGCCCCCAGGGGA 

CAGGAGTTGTGGTGCAGGCCCCCCAGTCTGCTGTTAACTCCTGCTGGTAA 

GATGTGACTTAAGCCTTGCATCGTTAATCTTAACTTAATTAGCAGTAATT 

TGG ATTGGGCTGCTTC C CTTC AGC AGCTTGT AAAGGGAT AGAGGCTGCTG 

GGTG AACTG AGCTCTGTGTT AC C ACCTCTC CTGCTCTCCC C AC ATGTTTT 

TGGTGGTGGTGGTTGCTTCTTTTTGGCCACGGCTCTATCTCCCCAGGTGT 

GCACTCACTGTGGGCTGCTACTGCTCCTGAAAGGGCTCAGGGAGACATTT 

GAGTCCCTTCGTCCACACGTGGGAGGAGAGCACTGATGTCCCCATCCTTA 

AAGTTGTGGGC AC AGC CTTGGTGGC AAATCC AGAAT GGGAT AT AATGC AG 

CCATGAGCTCAACAGAGCGCTCTTTTATTGAGTTTTGTGCATAAAATCTG 

TGTGTTGTTACCACATCCTCATCTGGTTCCAATGGTGACTTGCCACACCC 

GGACGAGGTTATCTGTGTAGCCAGCAAACAGCGTCTGGGGAGAGAAATGG 

AGGAAGTGGATC ATGAAAAGAT AGGAATC AGC C CTC GGTGTG AAC GTAAA 

AATCTC AGAAGGC AGCTCC C AAAGC GGAGGTGCTGGAGGAAGGTGGGAGT 

TTTAAGGCTGCAGGAGGAGCAGTGAAAAGGGAAAGGAGAAGGGGATATTT 

CTACCTGCCCATCTGCAGACCACGCCAGAGAGGTACACTGGGGAGGCTCA 

GCTTTGCTGCTGGTGCTGATCACCTCCTGCTTCAGCTCATCCACAATGAT 

TTTGCCTTCCAGGTCCTGTGCAGGACAGAAGAGAGCGTGAGGGACTAAGG 

TCCTGCAGGGAGACTGCTGTAGCCAAACCCAACCATTCCAACTCAGAACA 

GGCTCAC<KjTCK:TCAGAAACAGCCTCTGC<jTTTCCGCACAGGGATGCAGT 

CAGATGGCATCGAAGTTTCATCACAGCAGAGTGGTGGCTGTGCCCCACAC 

CACCCTCCCAGTCCAGGGGATGACAGTGCCACCAGCATGACCCATCCCAC 

GTAACCAAAAGGGCTCTGCACCAAGGCATCTGTGGGGCAGGGCGAGGATT 

TCGACCACAACTCTGCCTCCCAAACCCAACAGGATAAGGGAAGTGATTCT 

TTAGGAGGTAAATAGGGATGTCACATACCCAGATCTTGATGCTGGGGCCG 

GTGGCAGCGCAGAGCCAGTAGCGGTTGGGGCTGAAGCACAGCGCATTGAT 

GATGTCCCCTCCATCCAGCGTGTACAGGTGCTTGCCTTCATTCAGGTCCC 

ACAGCATGGCCTGGCCGTCCTGGGGGGCAGCAAAGAGGAATCACAGCAAA 

CCATCAAACCTGTGGCTTTGTTCCAGTTGTCCATCTAAAACCTTCCAGCT 

TGGAAACAGCACTTGATTTGTGACTGAGATGTGGGTGAGTTGCCACAGGA 

CAGCAAGAGGCACATAACTGAGCTGTGAGAACAACAGAATAAGCTGCAAT 

TTGGCCTCAGCTTTCCCCCAGGGTGTACCTTGCCTCCAGAAGCACAGAGG 

GAGCCATCAGGGGAGACAGTCACTGTGTTCAGATATCCCGTGTGGCCGAT 

GTGGTTTGTCTTCAGTTTGCAGTTAGCCAAGTTCCAA.'VCCTAAATGAGGG 

TAAACGTGACAGGCTCAGAAATATGGAGGAGAAAAAAAACAACCCTCTCA 

TGATCACTGCTCAAATATTCCCCAGAACGCCGCACAAACCCCAAAGGAGC 

TGCTCCTCTCACCTTCACCAGCTTGTCCCAGCCACAGGAGACAATGATGG 

GGTTGCTGCTGTTGGGGGAGAAGCGCACACAGGAAA.CCCACTCAGAGTGG 

CTCTCGTCCTGAGGAGAGGAACAGCATTGGGTTGAAAGCAATGAAAAGCA 

TCCCCAGTCCGAGCTGCTGCATCCCACTGCTCCCTGAGCCCCTCATAATT 

GCAGGACGTGTCCTCAGACCCCCCCCAGAAAGAAAGGJCAGCAGGCACTG 

.-VAACC.AAC.AAATCAAAGAGAAATGGGGGAATACGGACTCAGAAACAAGCA 
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GTGGTTTTTGAGGGAAAATGCCGGGGGGGGGGGGGGGGGGGGATATGCCC 

TGAGAGATTTAGGGTCTGTTTTGGTAAGGAAAGCCTCCAGCAATGTGTGG 

GCTGTGTCTTTGTTCTCTGTGGGGAAGGGAATCATCCAGGCTCAGTGCTG 

AGTTGTGGCTGATA^GAGGATTTATTGGGAGCAACGGTGGGATTGGTATC 

AGTC ATC CCTAATCCTTTCCTTCTCTTTC C C AC CTTGCTGCCTC CTTCCC 

ACAGGACATCA^GGGCACTTTTATCAGGTCAGTGACTTTGTTTGCATOT 

TTCACTTTGAA.TAACTTTTCT1 11111 rAATGTCAAAAAAGCATTTGAGC 

TTTTGTTTTAAATCCTGTGTGATGGGTACAGTTGGGGCCTGGTAATGCAG 

GGGAAAGCTGTGTCCTAACTTTTGGGTGATGGAAACTTCTGGCTGATGGG 

GTGCAAATGGGATCTGGGGAACAACTTGGGAAAAGACTTGGGAACTTGGG 

AAACAACTCTGGGGCCATTTGGGAAAGGGGAAGGGTGGGGAGGAGATCTC 

GGCCCTGATTTCTGGAAGCGTGGGTGTGCCCATGCAGACCTCATGCTATA 

GCGAAACTCCTCACTCTGGAGAAACGATTCTCCCCATCCTGTCAGACAAA 

TGGGCAGCGCTGGGAGTTCTCAGCCATGCTGGACGCACGTGGCTCTACCC 

CAGCTCTGTCTGCTGGCTGAGGGAGGGTGGGGGA GGCT GGCTGCACCAGT 

C^AACCAGTTTGGCCGATCCATGCGTTGCTCTC<}TTTTTCCAGAGCTGCA 

tgcaggccgcctcacttcttttctck:tgctgaaattctctgctttcctcc 

tttccccccacccaaaaaagatgtgagaacatcaaattccaggagcccga 

g atggtgctggtggacgtggggaagaaat ac c gc aact atttcctgc agg 

atgtggtgatgagaaagatggagaaagccttcagcaaagttccacagggt 

gagagagtcctcttccttctacgtgggatggggttccctccacttgggat 

gggatttctccagctctcttggggttctccttccatctctgtgctcccat 

ggtttgcagcctgatgatcctttaggaaaagcagcatccctctgttctct 

ctgtgcttttcccttttgccttgtcctckjgttttcccctattgtagctcc 

tccatagaactggckjttgatgtggatctggattcattataaaggagggat 

gactgcctcaaactcagcatggtgcagatacgcaaccagatgaggattta 

GGACTGGGGTGCAAGGGGGAAAAAAGTGCCAGGTGACCCCCTAACGACCC 

CCGCTCTCTGCCCTTCCTTCCAGCTGACATCACGCTGGACCCGGACACCG 

CTCACCCTCGCCTCAGCCTCTCCCTGGACCGCCGCAGCGTTAAGCTGGGA 

GAACGACGCCAGGAGCTCCCCAACAACCCCAAACGCTTCGACTCCGATTA 

CTGCGTCCTGGGCTCCCAGGGTTTCACCACAGGCCGTCACTACTGGGAGG 

T AG AAGTC GGGGGC AAG AAAGGTTGGGC GGTGGGGGCTGC AC GC G AGAC G 

GCTCGACGCAAAGAAAAAACCATGGGGCCTCATCAAAAAAGGGAGATCTG 

GTGTGTTGGCACCAATGGGAAGAAGTACCAAGCGCTGACGGCCATGGAGC 

AGATGGCTTTGTC AC C C AGCGAGC GGCCC CGGC GCTTCGGTGTCT AC CTG 

GACTATGAACGGGGTCAGCTTTGCTTCTACAACGCTGAGAGC ATGAC CCA 

CATCCACACCTTCAACGCTTCCTTCCACGAGCGCATCTTCCCCT'l'l 1 ICC 

GAATCCTGGCTAAGGGCACTCGTATCAAAATCTGCACCTGATGGCCCTCC 

AGCTTCTG A1 1 1 1" ! 1 1 1 " 1 1 CCCTTTTTCCCCCCTGCCTCATCCTTTGGGT 

CCCACTTTGGGACCAGACGCTGCACTTGTTGTCTCGCACCTGCTTGCTCA 

CAAGGCCTCTTCCCTCCTCTCTCCTGTCCCAGCCTCTGTCCACGTCCCAA 

CTCTTCTCCGGGGTCGCGATCCCAGGCTGGTTTGGTTTGGAGAAGGGATC 

CAATCTCCTTGCTGGAG G1 1 1 f CCCTTCAGCTCTTGGTGCTATGGGCTCC 

CCTCTGCCTTTCCCAGTCCTCGCAGCAGCTTTCCAGTGTGCTCTTCCCCG 

TTTTGTTTAAAGCCTGTGGTCGAGCTTTGCGTTGTTTGCCCTCTTTGGAT 

GCAGAGCTCGAGCTGAGGATGCTGGGGTCTGTACATTGTGACACGAGCAC 

TGCTTGTGCCCTCTTGGCCATTGCTTTCTGAAAGTCACTCAGATGCACCA 

AGGAGCCTCATTTCTTTTTATTTTTCAGTTCTGGGGCACAACCCTCTGCC 

CACCTCCCACCCAGCCACCAT CTGGAC CTCAAACCTTCCACGTTCTCCTA 

TTCTGCCACTTGTCC^PBOItt^KBBnS^PG^ 

TCTCCAGCTCTCCCTCTGCCCCATCATTCCCTCGCCA.ACCATTTCTTGTG 
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ACAGGAGGAAGATGAGCTGGGCXjAGGAAGAGCTGGACGTGGAGCAGGAGG 

aggaggaggaggatggaggcggggaggaggaggaggaggacgacatgtgg 

agcgaggaggaagaggatggagagctgtgggaaggtactgggggtcggtt 

tgggcctgccctgttgagtgtctttatggatgagtgagggaattgggtgc 

ACCCTCAGTCAGTTTGCAGATGATGCTAAGCTGGGGGGGTGTACTGATCT 

gcctgagggtaggacggccctacggtggggtctggactgggcccgatggg 

ctgagggcaatggggtggagttcagaaggaccgagtgcctggttctgcac 

tgaggtcacaacaaccccatgcagctctacctggggtagagcggctgaaa 

gctgtgtgagggaaaaggatttgggggtgaatatgagccagcaagaggcc 

aagaaggcccatggcatcctggcttgtatcagaaatagagcagctagtgg 

gagcaggaagtgactgtcactctgtactggcacacctcaatgctgcaccc 

agttctgggtcccctctcactacaagaaaga cattga ggcccagtgagga 

tggtgggggttggactcaatgatccctgaggttttttccaaccttgatga 

ttctgtgattctcagaccccgtggaagaggagctgtgggatggagtggtg 

cagggagaactctactttggggacgatgattatgatgaggatgtgatgga 

ggaggatgtggaggaagaggaggaggaggaggatgaagcgcagagccctc 

cgccccctgtcctgcctgcccgccctcgccgcctgcagaccttcacctgc 

ccccagtgccgcaaaacctttttccagaggaatttcagacccaacctcca 

gttggcaaacatggtgcagatcatccggcagctccacccgcacccgcagc 

gcctcgcgccgcccgccggcccctcagcctcagggggtcctggggggaac 

ccagggatcctggtggcaacaggaggtcgggggtgtccgaatctgtgcga 

gaagcaccaggaacccctgaagctgttctgtgaggtggatgagcaggcga 

tctgcgtggtgtgcagggagtcacggagccacaagcatcacagtgttgtg 

cccctggaggaagtcgtgcaggattataaggtggagtttggggaagggtc 

acggtgggatagtgggtgaggtggggtttggggaagggctgtggtggaga 

aggcggggtttgagggaagagttatgggagagtggaggcttgaagggaaa 

gtgaggttgggatcaagctaggttcgtcttgctgagctggttgggttgga 

ggcgtgggaggctgggaaaccacacactgcaatgaggaggtggaagggtc 

tgggtacccattttctgcttaaaaacaccttcccagcacagttcc tcaga 

gaaagcaaaagggaagtggcgtgaaagttggctctgaggttccgttttca 

gctctgccaccaaattagggacaaaaagaggcgatgacagaggggattgc 

cccaggcagggtttgctgagttgtgtttccttccctcagtacaaactcca 

gagccatttggagccactgaagaagaagctggacgcggtgctgaagcaga 

agtcgaatgagcaggagaagatcacagagctgagggtaagagctgaaggt 

ttctgtgcttcatagaatcatacaggagaaccatcagggttggaagagac 

cacaaagatcatcagttccaaccatcaccgctgctgggagtgtgccttgg 

tggctgagcaaggagagagaagctttgctgctgctctgagctctcacgga 

ggcatcatattccctttcctgcaattattgggctgtgaggggttggaaac 

ggtttcccagttgaattagagcttaatgagagctttgtgtgcctcagtgt 

tgagtgggaattggtggtttgggagctggtattcctcatttgagttgagg 

atgctctacatctctaaacctgtgcagactttgctcagttctgtctgtgg 

tgcattcaggagatgcgtaagcttatggtgtgtggtgaaactgagagaag 

catagcacagcagcccaaaaatgagctgatctctcacctcccccttctgc 

agcaattcccctaatgcttttcctccctctgcaggaaaagatgaagctgg 

aaatcaagg.^atttgagtctgattttgagctgctccaccagttcctcatt 

ggggagcacgtgctgctgctgcaccagctggaggagcgctaggagagcct 

gctggcccggcagagcagcaa.catcagccagctggaggagcagagtgcag 

CCCTTAGCCGCCTTATCACGGAGGCAGAAGATAAGAGCAAGCAGGACGGG 
CTACAGCTGCTCAA.GGTCTTCTTCCATCCCTTTCCTTGTCTTTATGGCAA 
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AAGATAAGCACTTGGTGAGATTTCCCTCATAAACACCCCAAA ACGG CGGC 

C CTGGGGTGTGTTTCTGT ATT AAAG AGC C CTC AGTGG AATGGTTTTTGC A 

GGGCrrGTGGTCGAAGAGCAAAGCATCAAAGGAAGGAGAGGGCAGTAATGT 

TGCAAAGGGCTGACGGCGGTGGTTGCAAAGAGGGAGGATGGGGGGGGATG 

CGCCAAGCAAAGGGTGGCGTGGGTTCACCCGCAGGGATGCACTGCGCCCT 

TGGCTCCGGGTTTTGGGACCGTACCTTGTACTCCTGGGCCGCCTGGTGGG 

CAGGGAGCACAGCGTGGGAGCGGTGCGCCTGGGACGCGTCGCACTGCGCG 

CAGATAGGCTCTTGGTCCTCTGTGCAGAAGAGCTTCAGAGCCTCGCGGTG 

CTGCTTGCACCAACCCGAGGAATGCAAACTC AGCTGC CGGGCGATGCTGG 

CGATATTTGCC AGCTCTCTGCTGGGGCGGAAA 1 1 1 1 1 GTGCAACGCCGTT 

TTCCTGCACTGCGGACAGGGGAAATTTCCCTCCAGCCCTTCCCAGCAGCG 

GGCGATGCACTCCCGGCAGAAGTTGTGGCCGCAGGGGATGGAGACGGGAT 

CCTGGAAGTAACCCAGGCAGATGGAGCAGGAGGCTTCGCTCTGCAGGCTG 

TCCAAGGGGCTCTGCGTGGGCATGGGCTTCCTGCTGGGCTCCGATCCGCA 

GAGGGAATAGGGGACCTTTCCTCCTTATCTCCTCGCTGATAGGAGAAATC 

CGGCCCCGGAGGCTGAGCCTGAGCCAAACAGGGCTGGGAGAGCTCAGCCC 

ATAGGGGATGCTGGTGGGAATGGGGGC AGCTC GC GGCTCCCC AGC ACGGA 

GTCACCAAACTGGGGGGATCTGGGGGAAATTCGGAGGA AAAGTC AGATTT 

TGTCCTCTCCTCGAGCAGCAAAGAGGGCAGGGGAGGCGATTTTTCCCTTC 

TGTGCGATCACTGTAAGGAATTTCCAAAGAAAACGCATGGAGGTCTGCTT 

GTTGGGATGGAATATAGACGTATATTGGAATAAATACAGGAAGACGTTGG 

AACATGGGAAGGCACTGAGATATAAGCGTGCTGTGTTGGATATGACTCTG 

CTCGACTAAAGTGAAGGTGGTTTTAATAGCACTGCTCAGAGCCAGGCGGG 

TTTTGGTGTTGTTTGGGGGGAATT AC GTGGGTTTGGAATTGGGAAATATG 

AGACGGAAAAATAAGAATAATGGAAGCGCCCAACGTGGGGCTCGAACCCA 

CGACCCTGAGATTAAGAGTCTCATGCTCTACCGACTGAGCTAGCCGGGCT 

GATGGGCACGCACCCTTCTAAGCAATACTTCATGGTGATCCTGCGGAGGG 

GTGCTAATAATTCTACCTAATTATTTTGTTAATTATCCCGGTAATTATGG 

GTTCTGAGCAATCGCGAATCCACGGGGAAGAGCTGCATGGGGAAAAAGCA 

CCTATCCCTACGGGAATAGCCGGGAACTGCCCGGCAGTGCTGCAGGGCGG 

GGGAAAGAGGGGAAAAGCAGGAAAAAAATGGGCAAAATGGAACGTTTAAA 

AGTGGAGAAATTAACAGTGAAAAAAATGCA GGA AGCGTAAAAGTAAAGGC 

TGTGTTTCTGCCCGGTTTCGAACCGGGGACCTTTCGCGTGTGAGGCGAAC 

GTGATAACCACTACACTACAGAAACGCGCTGAAGGCCGCTTCGCCGCACG 

gagatgtgaaggggcgaatgccggggctcggtgcggagtttgcagatagg 

ggccgctc cgggc cgctc ccgc gcc ggttccggtgagc ac agagtgc agc 
gggtgacaaaatgaagggaaaaatgtaaaactgatgctcccgaatcgagg 

CTCGAACCGCCATTGTCCGACTGACAGCCGCGCGCTCTACCGACTGAGCT 

ACCCGGAGACAGAGCAGCCGGAAGTCACGCCCCCGTAGAGCGCCCACCCC 

GTTGCCTAGTGACAGGAGCGCCGCTTCCGGTCAAGTGATGAGCGGAGGGG 

GCGTGGCTTGTGTCAGATAGGACGGAAGTTCCGGTCAGGTGGTACTGGAA 

AGGGGGCGTGGCTTGCGGCAAAGGGGACGGAAAGCGGAAGTGCTGCCGTT 

GGTTGGCGGAGTTCGCACCATAGAAGAACGACGGCGGCGGTGGGAGGGCG 

GGAGGTAGAGCGGTCCCCGGGGAGAGTGCTGACGGGAGCGGCGAGGCCCG 

AGG AGGG AGCGG AGCTT ACGGGGG AGTGC GG AGC CTCG AGGC GGGTCC C A 

GCGCTTCGCTGTGGGGCAGGAGAAAGGCTTCGGGGCAGGAGGAAGAGGGC 

CTCCSGGCCVVSSCSATGGAGGCGGTGGGCGACGATGGGGCGTCGTCGGGG 

CGGCTGAACCCGGTGGAGACGCTGCAGGAGGAGGCGATCTGCGCCATCTG 

CCTGGACTACTTCGTGGAGCCGGTGTCGATCGGCTGCGGGCACAACTTCT 

GCCGGGTGtGCATCGCGCAGCTGTGGGGTGC^GGAGAGGCTGAGGTGGAG 

GAGAGCGGCGGGGCfgy^S^WRfe^W^i^^^^^GCTGGAGGA 
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AACACGCAGGGCTCGAAGCTGAACCTCTCGGGGTTCTCGGGGAGGTCCTG 

TGGC AC C AGTTGGCCCC GGGCTTGTTTTC GGTCTTC AG AG AGATGG AGGT 

TGGGGTGAGCGGTGGTGGGGTCCATGGTGACGTTGGCTGTGGGACATGAG 

GGGGAATGGAGGTAGGATTTAGGCTTGGGGGGAGCTGGAGAGGTTCCTCT 

TCCTTCTGTCCTTTTCTCTGGGTGCTTTTGGACATGG GCTG GTGGTGGTG 

GTGGGTTGATGGTTGGGCTGGGTGATCTTTGGGGTCTTTTCCAACCTTTG 

TGATTCTATGGGGTGTGTGGGGCTCCACC AGCC TCAGTGTCCCCCAGTAG 

AGATGTAGGAGAATGGGGAGAGGACAAATTTTAGGGCAGCATAATGCGGG 

AGGGACAAAGACATGGGAAGGGGACAGCTTGACATTCACGGAGGGGAAGG 

GGAAGC AC AAAC ACTGTT AGGTTTTGC CTTGAATCTGTT ACTGGCTTTGT 

AGGACCACCAGCATCAGGATGCTGTCCCCATTCCCTCCCTTCCCTGTGGG 

ACTGCGTTGTTTTTTCCCAAGAAAACCACTCCCCACCCCACATCCACCAC 

TGCTGACATACCTGGCTCTTGCAATTGAAACATCAGGCTGTCTGAAAAGG 

AGAACAAATTCACTGCATTGGGTTTATGCTTCAGGAAAAGGGGCTGGGAG 

ATGGGGAAGGGAAACCATGGGGGTCTGGGGGCTTCGCAGTGCAAAAGCTC 

TGGGTTTACTGCAAGAGCCCCACGACCCTCCCAGACCTGGAGGAGACCCC 

GACCCCATTCAGTACCTTGGCACTTCTGCAGCGTCAGTCTCACCAGGACG 

TTCTTCTGAAGGAAGTCCTCCAACCTTCTTTCCAGAGTGGGGGAAATCTC 

TGCTGGAGGGCTGAACTTCATCATCTCACAGCTGCAAAGAGA GGAG AAGG 

GTGGGG ATGGGGGGACTGTTGC GTTGGTTGGTTGGCTGTTC ATTTT ATTC 

TCAATAGGAGAAGCTATGGGGTGAGGATATTTGCACAGGGACGAAATCCC 

TTTCCCCCCTGGGATCCCTCTGCCTTGCAGCCCTCCCCCAGGGTGCCATC 

CAAAAATCAGGGTGACAATAGGAAGGAGCCATGTTACCTATTCAAGAGCC 

TCCTGATGTCCTAAAGGTGGGAGGAGAGAGGAGAGATGGATCAGAAGAGG 

AGCACCAAGGGCTGCCCCTTCGTATGGCAATGCACAGCAAAGACCACCCT 

GCCCACGGTGTGATCCCCCCCAGCAGCAACACAGG GAG CTCCCATGGGGT 

TGAGTTTGGGTTCTCAGGGTTTGCTCTGTCCCCCCATTTCCCACCACCCC 

TTTGGGTTCTCACCAGCAGGAATTTGCTGTCGGGCTGCTGGAATTTGCCC 

TCCATCTCCCAGATCAGGGTGTCAAGGTGGGACATCTCCTCCATCACCTT 

CGTCACCGCATCCTCCTGTACTTTGGTGACGGCTCTGTCCAGGTCTGCCA 

GCTGGACCAGCAGGAAGCGCTCCTTCTCCTTCAGAAATCGCTGCAACTGC 

TCGAATTCACACACTATCCTCTTCCCTTCCTTCTTGGTnTCTCCTGTTG 

GGATGAGGGAGAAAGCCAATGGGGTGGAATAGAGGCAGGAAGACCCCCCC 

TGGGGTCTCAGGATGCCGTGTTCTGGGGGATATCCAACCAAAACCAATGG 

GGATGTAACACCAATGCCAATGGGAGCACAACACTAATGCCAATGGGAAT 

TTATCACCAGTGCCAATGGGAACGTAACAACAGCGCCAATGGGAACGTAA 

CACCAGTGCCAGTGGGAATTTATCACCAGTGCCAATGGGAACTTAACATC 

AAAAAGCCAAAGATCATCTTGCTGGGCATTTGGGAGCAGCAGGAAI I ITT 

CAGGAGTTTTATCCCAAAAGCAAAACCAAAGGAGGGGGTAGGAGATGAGC 

TCTGTATGAGGGATATTTACAGAGTTTAGGAGGATCTGCTACGTTATCTC 

TTTAACACAGGGGTTCCTGCGTAACCCCAGCTGATAAACACAGCCTTAGC 

GCTTTCCCAGCCCAGCTGCGAGCCAAAAATGCATGATCTGCCCCCAAAAT 

ACACCAAAACAAACAGGACAGGGCGGAGGGGAAGGCAGACACCTCCCCTG 

CTGCACCCACCAAATACAAGCCCGTCCTTCCACCAGTCCTTCTGCTTTCC 

AGGTACTTTTCCCTCTCCTCCTTTGAAGCCTGGAG GCGA GCCTGAATTTC 

TTCCTGTGCCAAAAGAAGAAAGGCGGAAAGCCTGTTTTCCCACTTAAACT 

GCTTCTGTCAGATGGGAGAGGCTTTGCTAAAGCCTGGAATCCTCTGCAAG 

GTGCAGAGCTGGGCAGAGGGAAGCTCTGTGAGCACGGTGTGCTGCTCTGG 

AGCTCTGTGCAAGCTGGGAGTATTTTGCAGAGAGAAAAGAGGGGAGAAGG 

GAAGGAAAAACACGftfHK§i<i»^ 

TGCAACAAAAAAATCAGCACTGACAGCTGCGCAAGGAGGTGTGGAAGGCC 
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C AAG AAGGGCTCTGTGTTTTCCTGCCTGG AATCTG AGC C CTC C CT ACTGG 

GGCTCAGCmCCTTCTGATGCAGAAAGTGGAAAATAAAGAGCAGTGGGA 

CTGGAAATACCAGGGGGGACTCATGAGTGGCATCCCCCACTGGAGGAGCT 

C AATGGTGAGCTGGAATC CTTGCT AAGTTTT ATC G AATGTGGGGGAC AGG 

AGGAAGAAATCAAACTCAAAAAGTCATGAACAGGTGGCTGTGAATTCGGG 

GCAGAAAGCTGAGGGCCCTAAAAGCACAGGAGGCAAAAAGGATGGAGAGA 

AACGACCCTACTGATGACACATCGCTGCCCAGCAGCTGACACCTACCAGA 

TCCTCCAGGTTTGGGCACTCCAGGGCGCTCTTCTTCCTCGGAGACTTTCT 

CTCTCCTCCTTTGGAAACCCCTGATATCCCTCTGAGTTTCTTCCCCAGTG 

AACCCACAGA\CCTGTTGTTTTCAGCCCTTTGATGGGGTTGGGGTTTTCC 

CTTCCTGTTCCTTCCCAGTCTGGGGTAGAGCTATGGGATGGCTGCGTTGA 

GCCTGCAGGTCTGCTCCTGGTGGCACCCTTGGCAGGGCGTGCTGGGAGCT 

CTGGGTTTGTCCTTTGTCTTTCTCCCAGTTCCTTGTCCCGGGGAGATGCT 

GAACAATGTCACTTTGCAGATTTTGTCAGCTTCCTTTTAGGATCGAGCCA 

TC GGGAGTGGGGTT AGGGGGTGT AT ATGGGGAAACC AT AAGGAAAT AGGG 

AAGG AGATGC AC AGC C GGATCCTTGTGGGGATGTGGAGGAGC AC AAGTGA 

GGATCTTTGGGATTTGAGTGCTCTCTCAGCCCAGCACTAACACAGAGCAC 

TCACAGCCCTGGCTCTGAGCTCTCGAGGAAACATTTCCAACCATTTCTGC 

CCCACTGTCCTTGTGTTGAGCCCCATGGCCAAATACACATGCCTAGAAAA 

TAAAGCCATGCATTACATATGTATTTAATTTTTGCGTGGCAACCACTGAG 

ACCCAACTGGAGGAGATAACTGCCATTCACTTGGGCAGGTTTGCAGGGGT 

GAACTGCACTTCCAGCAAACCCTCCCTGTTGGGAAGAGCCACAGGGATGG 

ATGGCACTCTGGGAGCTGAAGAACTGGAAGCAAACTCCCTGCAACCGCTC 

CCCTGGGGCACAGAGCCTTTCATCCCAAAATAAGGCGTCCATCATTGAGC 

AAATGAGTCACACCGTTGGGCAAACGACTTGCATTGCATCCCGAAAAGCA 

TTAATTGCAGAGCCTGGAAAACTAGCTGGGCTGGAAACATCTGCATTGCA 

GATCTACGGAGCAGAATAGACCCTGAACAGATCCTTCACCCAAATTCCCC 

AGCAGGTGGGACCAAATGGCAGCGATGCGTGGGGCTGAGGAAAGATACCA 

ACACATCAAAGAGCAATATTGAAATTTCAGCTGTAGGTTTGACCTTTGGA 

GGTGGTGAGGTC^GGCTTTGTCATGGGATACCCACTC ATAT CGCATCTGC 

TATTCTGAGCCTGATGTCGCCTGCTCCCTCCC ACCC TCTTTTAGTTCCTC 

TTCTTGGTTCTACAATCACCAACCTGTGTGTATTTTGGTGCTGCCTGTTC 

CTCTTTTGGGCTTTCTCAGAAGAAAATGGGi i l i i GAGGGAATCC ATTC A 

GGTGAGTCCTCACCCCAAGCAGCTCTTCTTCACTTTGTTGGCCCAAAGCT 

GACCCAGAGCCATACACCCAAAGCAAACCCAGAGCCGTACACCCATAATG 

AGGCAGGAAGTC<jAGTGTGCAGAGCACATCTTTTAATTAAAATTAACTAT 

CAGAAACGTAGGCAGAGACCAGCTCCCCACACCAGGCGTTGCTATTTGCA 

GTGAAAGGCCGCATACCTTTGCAGGACACCCCAGATCTGCCCCACGATTG 

ATGTCAAATAGATGCATAAATTTCCTTCCAAGTCTTCAGTGCTCTCTGGT 

GGTTTCCCCACCCTGCAGAGGGACCGCCCCGGGGCTCCCAATGGGGACAG 

ACACAGGGCAGAGCAGCGGGTCCCCTTGGCACATTGCTCCAAGCAACCAC 

AGCACACATCCCATCAGATGCCCCTTTCATAAAGGACATCTCAAGGACAG 

ATCTrTAGGGGAGATCTAAACCCAACCCAATCCAAATGGGACATCAGCTG 

CCCACTCGTGGACTGCTCCTCTGAGGGGGGATTTTGGGTGATCTCTTGCA 

AGCGAGCCCCCAGCCCTATCTTGAACAAGGGGAGGACCTTCTCCCCATTG 

AACAAA.GCCCTGGTGTACACCAA.GATGGGGGTGTCATCATCCGAGCTGAA 

GAATGCCACCCGACCCCCTTCGTAGTCCAGGGAGACCCGAATCCTCCTGG 

GAAGTGCATTCAGACGTAGGTTGGCACGGGGAGACGTGAGGGAGTGGTAG 

GCCTCCAGCGCCCAGACACCCrCTTTGGGGCTGAAGCTCATGGGTCCCTT 

CCTCTTCATCGAAGCEElDOCElIB.BE06CAdEMBPOQREGIEZ5)CCCCTGTC 

CCACCTCCACCTCCCAGAAATGCCTCCCCGAGGTGAAGCCCTGGCAGCCC 
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ACAAAGATGAGCCCCCCTTCATCAGCATCAAAAAATGCCACCGTCCCTCC 
AGCGTAGTCCA^GTGGACGCTGACCCTCCTGGGCACCCAGCGCAGAGCTA 
ACAGGGTCACCTTGTGGGTGGTGAGTGCCCGGACCTGTCCCCCCCATTTC 
TCCACCCCCCAAATCCCCCCTTTGGGACAGAGGCTGAGTTGACCCTTCCG 

agggatggattctcgggccacaccgatggcccagtccccttcatccccca 

CTTCCACCTCCCAGCAGTGCCGGCCGGCAGAGAAGCTTTGGTGGCCCAAA 

acaaagggccagtaggcgaatctttcggggttatcaggaaggtcctgttg 

TCCTTCCCCACGTTTCACACTCTTTCGGTCTTCGGAGAGGATGAGGTCAG 

ggtgagcggtgtcggggtccagggtgatgctggctgtggggtggagagga 

TGAGGAGTGTAAGGTTTGGGTCCTCGGTGCTGAGGCCATGAGGATGCGGA 
GAGCTTGGATCTCCAGCACTAAAGe^SAGTTGGATGTGCTCTAGATGGCCCC 

acctgagtagggttgtagggtgggaccgtcccttcca^cctcagccattc 

TGTGGGGCCATGGGTTGGCATCGGAAGGGTAAAAAGTACCAAAGAAGAAA 
GTAAAAAGGTGAGAGGTGGAAACCCCTCTCATGTGCCCGTGCTATATGAC 
AATAAAAGTGTTTTGAGCCCCCAGAATGCCCAGAAATAAAGGCGTTTCTG 
CAGACCTTCTGTTCCATTGGTCAAAAGAAATGGTGAGGGGAA.TAAAAATG 
GAAGGAAGGAGATCTATGGGATATTACCTGCAAAGTCTGCAGTGCTTCAT 
CTCCTAGACCAACCCGGACCAGTTCAGCCAACCCCATGGTTTAAAAAACA 
GAGCTGAAATCTGAAGGCAGGGATAATGAATGAGTTCAACCCGCTCACCA 
TATTTGTTTATGGGAAATGGATATTTATCAAGGCGAGGGATCTGCCCTGG 
GGCCATCATCCCAAATTACAGCCAGACTCGGCCTGCAGGGTGAAGAAAAC 
TTGTTTGGCTGCCCTGATTTTTGTGTATTCCTCCCTCGGCATCTATTTTT 
GTCCATTTGGGTACAGCCTATGGGTCCAGGCGCGCCTCCATCTAACAGGT 
AATGCGGCTTTAGGTTCTCATGCTCAGCAAAAGGCACTTTTAGGAAAGGT 
GAAGCTGGAGGGGTGCAGAGCCGGAGAGCAGCCCGTCCTTCACCCCTGAG 
CACTTCTCAGGAATTACAGCAAAACGTGTAATTAAGAGTGGCAAACGGGG 
TATCGAGTCCTTCGGGTCTCAATTATTTTCCTGAGTGGGAATAACCCGTT 
GCTCTTCCATCTCTCTGCATTATTCTGCTGCAGAACGAGTGATGGGCTGC 
TGGTTTTCACCAAAATACCACCATTTCCCACCCGAAACCCTTCTGAGTAC 
CTTGAAGCCTCTTCAGGGTTTCCTTCAGAGCACCGTTCCTCCATGAGGAA 
TGGCACAGCCTCTCCTCCGGCCCTGGAGAAGCGCCC GCTG GCAGCTGGAA 
GGTCACTTTTCCACACCTGGAGGGGAAATAAATGCATTTTCAGGTGGTTG 
TATCACAGAGCATGCCATCACTTCAGGACAGCAGAGGCCAGCACACGGCG 
GCCATCCCCAAAATACCCTTCAGGGCTCGCAGTTCCCCTGGAGCAGAAGA 
GCATTCATTGATGAGCTTTCTCCTCCATGGTCACTGCCTGATGCAAAGCT 
CACAGAACAGCTTTTCAGAGAGGCCACATACCTGGTGATGGGGCTTTTCA 
CATCCTGGGGACAGAAGAGAGGAGGGGGAGAGGAAACTCAGGTCAGTGCA 
TGACC C ATTTTGTCTTT AAAGTATGGAAAATTGAGCTGTTTGAGTGGGGG 
TGGACCTCTTGGGTCTTCCAACATGTGCCCAATTTTGACTTTAAGTCATA 
GAAAAAGTGAATTGTTTGACTGGGGATGGATCTGTTGGGTCTTTCAACAC 
ATGGTC C ATTTTGTCTTT AAATC AT AG AAATAAAGAATTGTTTG AC C AGA 
GATGGACCTCTGGGGTCTTCCTCCACGAGGAAGGTGAACCAACTGAGGAG 
CATCCATGCACGGCAATGAATCCTGCAGATCCACCCCACTGCTGCTCTCC 
CAACCCAGCCGTGGATTTCCCCTCTTAAAACAGACCCCATGAGGACCTTC 
TGCAGTAAGGTGAAAATACTGGGAATACTGAGATGAGGATAAAACGGTGG 
GGGGAAAGAGGAGGCTGCAAACCTCCATCTCCTCATTGTGGTGGGGGTTT 
CA.GGCTGATGGAACGGCATAAAATGGGAGGAAAA.CACCCAATTAAGGCAC 
CATGCAATTGGTCGGGGTGGGGAGGACATCCCTAAAGGACTTTTCCCCTT 
GAAAAAGCTTCCCTGGAGGAATTCACTCACCGACTGCTGGCTCTTCTCTC 



CCTGTGCTTTCGTA 



^- T - GCcfc ^ c «B^gg§^»CAO,o 



GGCGGTG 
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TCGATCAACGTTTCA-\TGTTGGTATCAACACCAGGTTTAACTTTGAACTT 

atcggcactgacggttaccttgttctgcgctggctcatcacgctggatac 

CAAGGCTGATGTTGTAGATATTGGTCACCGGCTGAGGTGTTTCGATTGCC 

GCTGCGTGGATAGC ACC ATTTGCG ATAGC GGC GTCCTTGATGAATGAC AC 

TCCATTGCGAATAAGTTCGAAGGAGACGGTGTCACGAATGCGCTGGTCCA 

GCTCGTCGATTGCCTTTTGTGCAGCAGAGGTATCAATCTCAA.CGCCAAGC 

GTCATCGAAGCGCAATATTGCTGCTCACCAAAACGCGTATTGACCAGGTG 

TTCAACGK3CAAATTTCTGCCCTTCTGATGTCAGAAAGGTAAAGTGATTTT 

CTTTCTGGTATTCAGTTGCTGTGTGTCTGGTTTCAGCAA^ACCAAGCTCG 

CGCAATTCGGCTGTGCCAGATTTAGAAGGCAGATCACCAGACAGCAACGC 

GCCACGGAAAAACAGCGCATACAGAACATCCGTCGCCGCGCCGGACAACG 

TGATAATTTTATGACCCATGATTTATTTCCTTTTAGACGTGAGCCTGTCG 

cacagcaaagccgccgaaagttaacggtttgcccaggctcacaactgaaa 

GACTTTCTACGGTGTGCGCGTGCGATGCGCGTAGAAGACTGATTTATCAA 

CCTGTCTTTATATCAGGATTCATTACCTGACTATTTGTGGGTAAAGTTCG 

TAGTGCGCTGATCGTGCAAAATGATTTTAGTTGGGAACAGTTCGCAACTC 

TGTCCCATAAAAATCAGCATATTCCCATCTATCCCATATCCAGCGCATTG 

ACCATCGGGATACTGAAGGGAGATTCCATCATCTCTTAGAAAGATCACCA 

TCTCTTTTGTTTCAATTTGCATATAGCTACCTGGAGGATTTATGAATACA 

AG<jATTTTCATGGACTATTACCATGAGATTGATTTTCCATCTTTATTCGC 

GAGAGCAGTGGAAAGCGATGACGATGTGGGTACTACATTGCGCATTCACC 

TACTTTGTGAGCGCATGGTCGAAGCATGGATATGCGCATGCTGTGACTGC 

CAAGATCCTCTACGCCGGACGCATCGTGGCCGGCATCACCGGCGCCACAG 

GTGCGGTTGCTGGCGCCTATATCGCCGACATCACCGATGGGGAAGATCGG 

GCTCGCCACTTCGGGCTCATGAGCGCTTGTTTCGGCGTGGGTATGGTGGC 

AGGCCCCGTGGCCGGGGGACTGTTGGGCGCCATCTCCTTGCATGCACCAT 

TCCTTGCGGCGGCGGTGCTCAACGGCCTCAACCTACTACTGGGCTGCTTC 

CTAATGCAGGAGTCGCATAAGGGCATCGGTCGACGGGATCACGTTGTGTC 

CCTGAAGCTCTCCTGTACCCAAACACAAAGGTGATGTCCCCAGCATCCCT 

ATCCCAGCACTCTGGGGGACTCCTATTGAATTCCTCCTTGGGCTTGCTGC 

CTTCTCTTCCCGTTCCCAGAGATCCCAAAAGGTTAAGCACCTTTGGGTCA 

GTGTTCAGAATTGTCACTGCCAGTTTTGGGGTATCAGTGGCAAA TTGA GA 

CCCTTTTACCCAATCTTGCACCACTCTGGTTCCCCAGTCTTATGGTTTTA 

GATGGAGTAAAAAGGTTTATATGTCATAAAGTTCTTCTGTGTCTGGTTAT 

TCGCTGCTTCTGGATGCCAGGATCATGGGGATAAGGGGAAAACAATGGGT 

TCTCTTATGCGTAGAGATGCAATCAGATGGGGAGAAAAAGAAATCTTAAT 

CTTTCTGATCCATCTGACAGATATTCAGTACAGCCCTGAGGATGTGGGGA 

AATAAATCTNGRAGAGTTKGTKGGCAGTTCCAAGGATTTGGGAATGACTA 

AATCCCATTCCTGGKKWYTGCACAAAGTTGSCTGTGTTGGAACCCAGAAA 

GATCCATGCAAGTGGGTCATCCCTGAAAGCATTGTG TTCT GCTGTCTGCT 

AGCGGAGAGAAAGACACAGAGGGGAAAATTAAGTGTTTTATTGTTAATTA 

TTGTACACTCTGAGGTTTCAAATACCAAATCTTTAACGAGAGCGGACCAC 

TTGATTTGAGGGTGACCATCTCAGATGGGGACAACTGTACCTGATCAGGC 

AA\CCTGGGGGAAATTTGCCTTTCTGCCACTCTTTTGGGTGGGATTTTCC 

CTTTTGACCACCATTTTCTACATTCTAATCACCCATTGCAGCACTTCTCC 

CCCTTTTTTTTGCCCCATTTTTCTCCTGCTCAGCACTTCTTAACAATATA 

ATATAAATCAA.TATCATATCAATATGATTCTATGCCAATAGATTAATGGG 

GATGAAAGACACATAAAAACCCAAGTCCTCATTTCATCTGCTTCCCATGG 

GATGGGTGGGGAGGTGGCTGTCCCCTGAGGCTGTAGGATGTGGGGTCACC 
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CGGTCAGCCCATTCGCCGCCAAGCTCTTCAGCAATATCACGGGTAGCCAA 
CGCTATGTCCTGATAGCGGTCCGCCACACCCAGCCGGCCACAGTCGATGA 
ATCCAGAAAAGCGGCCATTTTCCACCATGATATTCGGCAAGCAGGCATCG 
CCATGGGTCACGACGAGATCCTCGCCGTCGGGCATGCGCGCCTTGAGCCT 
GGCGAACAGTTCGGCTGGCGCGAGCCCCTGATGCTCTTCGTCCAGATCAT 
CCTGATCGACAAGACCGGCTTCCATCCGAGTACGTGCTCGCTCGATGCGA 
TGTTTCGCTTGGTGGTCGAATGGGC AGGT AGC CGGATC AA.GCGT ATGC AG 
CCGCCGCATTGCATCAGCCATGATGGATACTTTCTCGGCAGGAGCAAGGT 
GAGATGACAGGAGATCCTGCCCCGGCACTTCGCCCAATAGCAGCCAGTCC 

cttcccgcttcagtgacaacgtcgagcacagctgcgcaaggaacgcccgt 

CGTGGCCAGCCACGATAGCCGCGCTGCCTCGTCCTGCAGTTCATTCAGGG 

CACCGGACAGGTCGGTCTTGACAAAAAGAACCGGGCGCCCCTGCGCTGAC 

AGCCGGAACACGGCGGCATCAGAGCAGCCGATTGTCTGTTGTGCCCAGTC 

ATAGCCGAATAGCCTCTCCACCCAAGCGGCCGGAGAACCTGCGTGCAATC 

CATCTTGTTCAATCATGCGAAACGATCCTCATCCTGTCTCTTGATCAGAT 

CTGCGGC ACGCTGTTGACGCTGTTAAGCGGGTC GCTGC AGGGTCGCTC GG 

TATTCGAGGCCACACGCGTCACCTTAATATGCGAAGTGGACCTGGGACCG 

CGCCGCCCCGACTGCATCTGCGTGTTCGAATTCGCCAATGACAAGACGCT 

GGGC GGGGTTTGTGTCATC ATAGAACTAAAGAC ATGCAAATATATTTCTT 

CCGGGGACACCGCCAGCAAACGCGAGCAACGGGCCACGGGGATGAAGCAG 

CTGCGCCACTCCCTGAAGCTCCTGCAGTCCCTCGCGCCTCCGGGTGACAA 

GATAGTGTACCTGTGCCCCGTCCTGGTGTTTGTCGCCCAACGGACGCTCC 

GCGTCAGCCGCGTGACCCGGCTCGTCCCGCAGAAGGTCTCCGGTAATATC 

ACCGCAGTCGTGCGGATGCTCCAGAGCCTGTCCACGTATACGGTCCCCAT 

TGAGCCTAGGACCCAGCGAGCCCGTCGCCGCCGCGGCGGCGCCGCCCGGG 

GGTCTGCGAGCAGACCGAAAAGGTCACACTCTGGGGCGCGCGACCCGCCC 

GAGTCAGCGGCCCGCCAGTTACCACCCGCCGACCAAACCCCCGCCTCCAC 

GGAGGGCGGGGGGGTGCTTAAGAGGATCGCGGCGCTCTTCTGCGTGCCCG 

TGGCCACCAAGACCAAACCCCGAGCCGCCTCCGAATGAGAGTGTTTCGTT 

CCTTCCCCCTCCCCCCGCGTCAGACAAACGCTAACCACCGCTTAAGCGGC 

CCCCGCGAGGTCCGAAGACTCATTTGGATCGATCCGGAATTCTCATGTTT 

GACAGCTTATCATCGATAAGCTTTAATGCGGTAGTTTATCACAGTTAAAT 

TGCTAACGCAGTCAGGCACCGTGTATGAAATCTAACAATGCGCTCATCGT 

CATCCTCGGCACCGTCACCCTGGATGCTGTAGGCATAGGCTTGGTTATGC 

CGGTACTGCCGGGCCTCTTGCGGGATATCGTCCATTCCGACAGCATCGCC 

AGTCACTATGGCGTGCTGCTAGCGCTATATGCGTTGATGCAATTTCTATG 

CGCACCCGTTCTCGGAGCACTGTCCGACCGCTTTGGCCGCCGCCCAGTCC 

TGCTCGCTTCGCTACTTGGAGCCACTATCGACTACGCGATCATGGCGACC 

ACACCCGTCCTGTGGATCTGCCTCGTTGGCCTGCCGCAGTTCTTCAACCT 

CCCGGCGCAGCTTTTCGTTCTCAATTTCAGCATCCCTTTCGGCATACCAT 

TTTATGAC GGCGGC AGAGTC AT AAAGC AC CTC ATT ACCCTTGC C AC C GC C 

TCGCAGAACGGGCATTCCCTGTTCCTGCCAGTTCTGAATGGTACGGATAC 

TCGCACCGAAAATGTCAGCCAGCTGCTTTTTGTTGACTTCCATTGTTCAT 

TCCACGGACAAAAACAGAGAAA.GGAAACGACAGAGGCCAAAAAGCTCGCT 

TTCAGCACCTGTCGTTTCCTTTCTTTTCAGAGGGTATTTTAAATAAAAAC 

ATTAAGTTATGACGAAGAAGAACGGAAACGCCTTAAACCGGAAAATTTTC 

ATAAATAGCGAAAACCCGCGAGGTCGCCGCCCCGTAACAAGGCGGATCGC 

CGGAAAGGACCCGCAAATGATAATAATTATCAATTGCATACTATCGACGG 

CACTGCTGCCAGATAACACCACCGGGG-AA^CATTCCATCATGATGGCCGT 
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GTCCCTATTCCCATTGTGTCCTCACATCTGCCATCTCTTCCTGTCCCCAT 

CTATGCTTTGTGCCCCCCATCCCTTACCCCATCCCCACGTGTCCCTGTGG 

TGCCACCTCCACACGTGTCCCCGTGTCCCCACAGCGGGGCCGTGGCGCAA 

TAACACTGTGATGTGGCGCTGCTGCCGGGACGGAGCGACGGCGCTGCCCA 

TCCGTGCCACGTGCCAGCAGAGGGGACAGCGGGTGACGACGGCCGGGGGC 

TGCCGAGACGCCTTCCTGGAGTGCTGTGAGGTGGCACAGAATCTGCGGCG 

GAAGGGACAGCGCGGGGGGTTGGCACGGGGTGAGTGTCAGCAGTGTCCCC 

AAAGCGGGGAGGGGTGACCTGGGGTGGTGGCGGTGGGGTGTGGGGGAGTT 

GTAGAAATGGGGACCCCATTGGTGTGGGGAGGTTTGGATAAGGGGTCCCC 

ATGGGTGGTGGCACATGGGGACATCCCATAGCCTGGGATCCCATGGTTGG 

GGCCATCCCGTACCTGGGATCCCCACATGGGAGGATGTCCCCCGCTGTCC 

CCATGGCAGTGATGGAGGCACAGCTGGCAGAGCAGCTGTTGGATGATGAT 

GAGGACGTCCCCACGAGGAGCTTCTTCCCTGAGAGCTGGCTGTGGCGACG 

CATCCATGTTGCTGGCACTGCACGGTGTGTCCCCGTGTGTCCCCATGTCC 

CCATGTCCCCATGACTTTGTGTCCCCGTGTCCCCATCTCCCCATCTCCCC 

AGGCTCTCAGTGCTGCTCCCTGACTCCATCACTACGTGGGAGATTCAGGC 

AGTCGCCATCGTCCCTGGACATGGTGAGTGTCACCCCCTCCAATGGCCCT 

GCAGTGTCCCCCTGACATCCCCCTCGTGGTGTCCCCATGTCCCCCACGTC 

CCCAAGTTCCTATGGTGTCCCCATGTCCCCCCTCTCCCCCTCCCCCCGGA 

ATGTCCCTGTGTCCCCGTGGTGTCCCTGCACTGCCCCGCAGTGATGAGGT 

CCTGGCAGGGCTGTGCGTGGCGGAGCCGCAGCGGGTGACGGTGACACAGG 

ACGTGCGTGTGGCGCTTTGGCTGCCCCCCAGCATCCGGCCCCTAGAGCAG 

AT GC AGCT GCAGCCCCT C AT CCAC AGC AGACT GC CC C GC AGCATCAACGT 

AAGC C CT AT AG AGAC CC CAT AGGC AC CC C AGAGAT AC CT CTTT C CCT CT A 

ATAAATACCACTTTGCTTCCAATAGATAACCCTCCTGCCCCATAGGTACC 

CCTGTGCTCCATACTTGCCCTGCCACAGCATACATACCCCTTTCCCTCCA 

ACAGATATGCGTTGCCCCATAGATACCTTCTTTCTGCCCTATAGATAACC 

CCTCATGCCCCACAGATTCCCGTTTCCTTTCAATTGGTACCCCCTGCCCC 

TCATATATCCCCCTCTACCCCACGGATACCCCCTTAGACACCCGGTACCA 

CTTCTGCCCCATGGATACCCCCTGTGGCACATAGATACCGCTTCTGCCCC 

ACAGATACCCCCTTCCTACTCCACTGTCCCACAGCCCCCACTGCCCCATG 

GCCACCCATAGCCTGGTGGCATCGGGTGACAGTGACGGTGATGCAGGTGA 

CGGTGACACTGTCGGCAGTGGAGGGGGTGTGCGCGGCGCTGGATGGGGTC rnmR 1Q 

CCCCAGATGCTGGAGCTGCCCCCGGGGAGGGCAGTGGCTGCACCCCTCAC 

TCTGGTGGCCCTCCACCCTGGGGACATCCCCATCACCATCACCGCCCGCG 

GGCCATGGGGGCTGGGGGACCGTGTCACCCGAGTCCTGCATGTCGAGGTG 

AGATCAGTGGGGTCCCCTCCAGTCACCTGGGTCACCTCTGGGGTCCCTTA 

AAGCCCTGCGACCTCCTGGACATTGTTGTCCTTGTGAGCCTGCGGTCACC 

CTGAATACTGGGGCTGTCACTTTGAGGTTCATGGACACCATGTCCCTGTG 

TCCATGGTGGCCCTGGACATGTTGGTCCTTATGGGATCTGGGGACATGGG 

GTCCTTGGTGGTCCTGGATACTGCAGTTGTCCTTTTGTGGACACTATGTC 

CCCATGTCCTTGGTGGGAATGGTGTCATCCATTCCCGCAGCCTGAGGGAG 

AGCTGCACCTGGAGGAGAGCACCTACATCCTGGACGCAGATGGTGGGTGT 

GAGGACTGGGGGACACTGGGGAAACTGGGGACGTGGGGCCGGACCCTGTG 

GTGTGGTGTCCCTACAGATAAGCGGAGCCGGAGCCTGAAGCTGCCGGGGG 

ACGTCCCTGCAGAGATCGTCCCTGATGGGGACTTCAGCATGAGCATCCGT 

GTCAGTGGTGTGTGGGGATGGGGACATGGGGTGGGGACATGGGGGTGGGT 

ACTGGGAACGTGGTGGGGATGTGGTGGTGGGCATAGGGGACATGGGGACA 

TGGGAGGACATTTGTTGGGGACATTGATGTCCATCCCTGATCATCTCTCT 

GTCCCTATGTCCCCATACCCATGTGTGTGGCCATGTCCGCACGCTGTGCC 

CCTGTGTGTGTCCCCTGGGTGTCCCCACATGTGCTCACATCCTTATTACA 

TCCCCACATCTCCTGTGTACAACCCCGTGTGCCCTGATGTGTGCCCCTCC 

ACACATCCCCATGGGTGTCCCAATGTTCCCATGTCCCTCTGCTCATCCCC 
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TATCCCTGTCCTTCAACTCCCCTCCCATCCCCACACCATCCCCATGTCTT 
CTGTCCCCACACCATCCCCATATCCCCCTGTCCCCCCTGTCCCTGTCCCA 
GGCCGGGTGCCGGGCTGGGCACTGCAGGGCGCTCTGGGGATAGGGGACTC 
TCTGCTCCGCTCCCCCCGGGGCTGTGGGGAGCAGTCCCTGATGTCAATGG 
CACCCACTGCTGCTGCTCTGCGCTTCCTGGATGAGAGCGAAGGGTGGGGG 
CAGCTGCCCCCAGGGCACCGACAGCGCGGCCTCAGAACCCTGCAGCi-.GGG 
TGAGCTATGGGGCAGGTTGTGCTTTATGGGGTGGGCAATGCTTTATGGGG 
TGTGCAGTGCTCCAAGGGATGTGCAGTGCTTCATGGGGGATGCAGTGGGG 
TTTGATTTGATTTGATTTATGGGTTTGCATTTCTCCTCCGAGGATTGCAT 
CTCTCTATGGTGTTTGCAATGGGATGTGCAGTGCTCCAGGTGGAGGTGCA. 
GAGCCCTATGGGGGTGCAGTGCTGTGTAGGGGATGTCTGTGGTGTCCCCA 
ATGGTCTCTGATGTCCCCACAGGCTTCGAACGGGTGCAGAGCTTCCGCAA 
AAGTGACGGCTCCTATGGGGCATGGCTGCACCGGGACAGCAGCACCTGGT 
GAGGGGAGCGGGGATGATGTGGGGACATGGGGATAGTGAGGGGATGTGGG 
GATGCTGGGGTATGGGGATGTGAGGACATCATAGGGACATGAGCGGTGGG 
GCCATGTGGATTTGGGGACGTGGTGACACGGTGTCCTGGTGCAGGCTGAC 
GGCACTGGTGCTGCGTGTGCTGGCCCTGTCCCGGCCCTATTTGCCAGTGG 
CTGCCAGCGGCCCCGCTGCGTCCCTGCGGTGGGTGCTGGGGCAGCAGCGC 
CCAGATGGCGCCTTCTTGGAGCACAGGGCTGTGGTGCACCGTGA.GATGCA 
GGTGGGTGACACATCACTGCTGTGTGCAATGTCCCCATGCAGGATCTCCC 
CCTGCAATGTCCCCTGAAGGTCCCTGCAGGCTGACCCCACATTACACTGT 
GTCACTCACGTGTCCCCGTGTCCCCAGGGTGGTGTGGCAGACCCCGGCCC 
GGAGGCCACCGTGTCGCTGACGGCCTTCGTGGTGGTGGCCCTCCATGGTG 
CCCGCGCTCTGCTGCCCCCGGACAGCCCTGAGCTGCCCCTCCTGGTGAGT 
CCCATGTCCCCACCCCTGTGTCTTGGTCCTCATATCCATGTGTCCCTTGT 
GCCCCATCCCCCAAATCCCCACATCCCCCATATGTTCCCATACCCTGCTG 
TGTCCCCCCAGTGTTCCCCCGTCTTTCATTCTCCACTATCCCCCGTATTC 
CCATATGTCCCCCTGTCCACCAGTGTCCCCTCATCCCTCTGTGTCCCCCT 
GTCCCCCAGTGTCCCCCACGTCCCTGTATGTCCCCATGTCTCCTAGTGTC 
CCCCATGTCCGTGTCCTCCAGTATCCCCCATGCCTCCCCGTGTCTCTTCA 
TGCCCCACACTCCACGTCCCCACACTCCATGTCCCACTGCCACAGGACAA 
ATCCCTGTCCCGGGCCTCCACGTTCCTCCGGGGCCGCGTGGAGCAGTTGG 
GGACCTATGGGACAGCCATTACATCCTATGCATTGGCACTGGTGGACACC 
GCTCCTCCGGGGCCGCATCCGGCGGTGGAACGTCTGCGGGGCATGGCCCG 
GAGCGCCCACGGTGCGTCTGTCTCTGTCCCCATGGGGTGGTGGCACCTCT FIGURE iq 

GTCCCCATGGCTGCCTCCTGGACCCCTCTGTCCCCTCCTTCAGATTCACT 

CTCATTCGAATCCTTCAATTTTATTCTCCCTCAAACTCTTCTTCTTTGTA 

TTCTTCACATTCATTCCTATTCAAATTGCTCTCCTTCCTGTCTGTTCTTC SUITE 1 

TTCAAATTCTTCTTCAATTTTGTTCTCCTGATTAATTCTCTTAAAATTAA 

CTCTCGATCAAGTTCTGCAGATTCGTTCCACTTCGGATGGATTCTTCTCC 

AAACTGTTCTTCAGATTCACTCTCCTTCAATTTCGTTCTTGTAATTAATT 

CTTCTTCAGAGTGATTCTTCAAACTCTTCTTCATGTTCTCTTCAAGTCCA 

TTCCCTGCACTGACTCCGGGTGCTCAGGACCCCCCCGTGACCCCATATGA 

CCCCATATGAACCCCCCATGACCTCCACAAAACCATATGACCCCGTGACC 

TCCCATGACCCCTCATGACCCCATATGACCCCCCATGACCCCATCCCTGT 

GCAGGTGGCCGTGCAACCTTCTGGCCATCCGGTGGCCCCGCAGCCACGGT 

GGAGGCGACGGGTTACGCCCTTCTGGCACTGCTGCAGAGCCGCGACATCG 

CCGGGGCTGCGAGGGCGGCACGGTGGCTCCGACAGCAGAGCAATTACGGG 

GGTGGCTTCCACTCCACGCAGGTGGGTGGGGGTCACTGACCCCCCGGGTG 

CCTCGGGGTGGGGGTGATTTGATCCCCAGGTACCTCTTTGGTGGCTGTGT 

CCCCAACCTGCTTGGTGTTCCCGCAGGACACGCTGGTGGCCCTGGAGGCG 

CTGGCCCAGATGTGGCTGCACTGGGGCCGTGGGAACACAATGGGGCTGAA 

CCTGGGGCTCTCCTGGCCGGGGGGTGCCCGGGGGAGGGCTGGTGGCACTC 

AGGTTATGCTGAAGCCGGGGCT£G|£££GXjJ^ 
GGGACATGGCGGGATGTGGC^CTK^GGGA^^ 
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TGTCTGGACTTGGTAGGATGTAACATGAAGACACTGGGGACATGGTAGGA 

CATGGGGGACATGAGAACACGGGATGTGGGGGACATGGTAGGACATGATG 

GACACAGGGCTTTGGGGTCCTTGGGTCCTCGCTCTGTCCCCATGTCCCCA 

GGTGCCTCTGGGCAGCCCAGTGACAGTGCAGGTGGAGGGACACGGCGAAG 

GGACGCTGACGGTGGGTGGCTGCATGGACATTGGTGTCATCTCCAAGACC 

GATGTCCCCTCACAACCTCCCCTCATGGTGTCCCCTCATGCTGCCACGGT 

GTCCCCTGCTGTCCCATCATGGTGTCACGCTGTCCCCAGGTGCTCCGCCA 

GTTCCGCCTGCTGTCACCTCCGAACGCCACGTGCCAGGCGCTGCACCTGG 

AGGTGGCCATCACCGGCCCCATCCTGTACCATGGTGAGGCCCCACCCAAA 

GGCCCCGCCCCCTTTTCCTCGCGGGGGGCGTGCCCTCAACCCTGTTTTGC 

ATATCCCAACCCCCAGCAGATGAGGACTACGAGGACTACGAGGACTACGA 

GGAGGCGGAGCCTAAGGAGGGGGAGGAGCCTACGGAAGGGGCAGTGCCCG 

TGGAAGGGGCGGGGCCAGCAGATGACCCCGCCCCCCTCAGCCCCGTGTCC 

TTATGGGATGCCCGTAAGCGGCAACGCCGCAGCACACATAACCCTGCCCA 

CGAGGTGGCCTTCCTGGTCTGCTTCCGGTGAGGGGCGGAACTTCCTGTCC 

CTGGGGGCGGGTCTTCCTGCTGATGGGCGTGGCTTATTGCTGAGGGGCGT 

GGCCTGTTGTAGGCGGAGCCCAGGGGTGGCACTGACTGGGATGGCGGTGG 

T GGAGAT C ACT CT G CT C AGT GGCTT CT C AC C C C AT AG AGC T GACCT GG AC 

AAGGTAGGGGCCCAGGGGGACTTGTGGGACATGTTGGGGGGTTGAGGGGA 

GTTATGGGGTGTGGGGTTTGGGGGTGTTGGAGTTGTTGAGGTGGCAGAAT 

GTTTGGGTTGGAGTCATGGGATATGGGGCTATTGGGGTTTGAGGGTGTTG 

TGATGTTGGGAAACATTGAATTGGGGTTGTTGAGTTTGAGGGTGTTGGGG 

TGTGCGGGTGCAGAGCTGCAGCTGCTGGGTTGGAGTATTAAGGTGTTGGG 

ATGTTGGGGTGTTGGATGGCTTGGATGCGGGTGTTGGGGTGGGCACGTAT 

CTGGGTGCTGCTGTCCCACAACAGCTGCGGGACGTGGTGGATCACTGGAT 

CAGTCACTATGAGTTGGAAGGAAACCAGTTGGTGCTATACCTGGATGAGG 

TGTGTCCTCCCGTGTCACCCTATAACCCCAGTGGCCCCATGTTCTCATAT 

CCCCCATGTCCCCGTGTCCCCACACCATATCCCATTCTCCCCACACATCC 

CCGTGTTCCACCACGTGTCCTCATTTCTGTCCCTGTCCCCAGGTCCCCCC 

CGAGCGGCAGTGTCTCAGTTTTGGGGCCACCCAGGACGCGGCTGTGGGTC 

ACATGCAGCCGGCAATGGCAGCCATCTATGACTACTATGAGCCTGGTGGG 

TGGGGCCTTCAGTGGGAGGGGCCTAAATGGGTGGTGGTCTTCATGGGTGT 

GACCATTGGAGGAGGCGTGGCCGATCTGACCCCTCCATGCCCCATCCAGG 

ACAGCGCTGCACCGTCTTCTACAACGCCCCCCAAAGGAGCAGCACCATCG 

CCACACTGTGCTCCCCCAAAATCTGTGAATGCGCCCAAGGTAGGACCCCA 

CTGT G ACT CC AT AT GT AGGGC C C CCAT C C AGT GAACC CC C AC AT CCT C CT 

CCTAATTTTTGAAGATCTGGGGGTGAAATTATGGGGTTTATAGGGGAGCG 

TGGTTGAGTGACATGCAGGACATGGAGGGAACCCACACCAAGAACCTTGT * 1U 

GTTTTGGGTCCCTGATGATGTTGGGAGATCCTATTGATGTTGGTGGTCCC 

CAGGGGGGTGTCCCCAAGCCCAAAGGAGGACACAGGAGGTGACAGCTGAT 

GACCGCCATGACTTTGCCTGCTACAGCCCCCGCGTGGACTATGGTGAGAT ^xin z 

CCCAAATCACTGCACCTCAAACCTGACCCCAAATTGGCTGCATCCCGAAC 

CCCAACTGCCCTAAATCCCATCTGCTGCCCCTGAGTCCCACAGCTGCACA 

CTGTACCCCACAAGTGGCCCCTGAAGCCTAAAAACATTCACGAGGATTTT 

GTAGTTTTCTCCCTGTACCCCAGTTGTCCCTCTGACCCCAAGAACCCCAC 

AGCTGCCCTATGCTGTCCCCTGCCCGCCATAACTCCTCTGATACAATAAC 

CCCCGTGACCCCATCTTTATGACCTCCATGACCTTTGACCCCCAGCACTG 

GTGGTTCGGGTGCTGTCCCAGAGTGAGATAGGGGCTTTTGTGGCGTTTGA 

GACGGAAATCAAGGAGGTGCTGCTTGAAGGTGAGACTGAGGGTAGTGGGA 

CGGACTGGAAGGTGAGAATGGGAGCACTGGGAGAGGCAGGGAGTACTGAG 

AGGGACTGGGAATGACTGGAAATTGAGACTGGGTGGACTGGGAACTCTGG 

TAGAGACTGAATGGGTATACTGGGAACACTGGAAGAAGTTGTGGGATGAG 

AAGAGGATGCTGGGATAGGAGACCCCCCCCCTTGTGCTAGGGGGGTCTCT 

CAGCCATACTGGCACAATATGAGAGTATACTGGGTGGTACTGGGAAAGCT 

G G G AG G AC TC AT ACT GGT ^'ggj^g <j£jj ft^|fi^^(^iS^ti^fiS&^£E^6) 
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CCCCTGGGGAGCGGAGGCGGCTGCTGGTGCGGAAGAGCTGCCCACTGCGC 

CTGCAACTCCACAACATCTACCTGGTGATGGGGGGCAGCGGGAGGACGCG 

GGACCCTGAGGGGCGGTGAGAAGGGGCTGTGCCCCATGTCCACATGTCCC 

TGTGTTCTCATGTTCCCATGTCCCATATCCCAGTGTTCCTAACCCCATAT 

CCTTGACCTTGAGCCCATACCCTGATATCCCTGACCCTGTCCCCATTCTC 

AGCCCCCAGTTCCTGCTGGGCCCCCACTCATGGTTGGAGGAGGTGCCATC 

CCCTGGACGCTGTAAGGCCACAAGGTTGCGGGGTTACTGCGCCCAACTGC 

AGGAGTTCCGCACCCGCCTGAGCCAACTGGGCTGCCAGCTGTGAGCCCCT 

GGGAGCCACTGGGAGCATGTTGGGTGCAGCTGGGACCATTCTGGGGGTGA 

AGTGGTACCACTGTTGGATCAGTTGGGATCAATTGGGAATAAACTAGTGT 

TGACTGGGACCGTGTTGTGACCAACTGGAAGTGTGTTGGAAGAAACTGAG 

AGCTGCTGGGGTTGAGTGGGAGCAACTGGAACTGTGTTGGAACAAACAGG 

GGACCAACTGGGATCACACTGTGGTCAGCTGGGATCACACTGGGTCAAAA 

AAGATCACAGTGGCCCAATTGGGGTCATACTGGGGTGAGCTGGGATCAGA 

ACGAGTTTAATAAACGTACAGTCGTCCGAGCCACCACAGAGTCAGCCCTC 

CAGCGGCGCAGAGCGGCGCAGCGCGCACTGGCTGCCCGCGGTAAGCGGAT 

GTGACGTCACTTCGCGGCGCGCTATTCGAACTCCAGCAGCGCCCCGCGGA 

GCGCCCCAATGCCGCGGCCCAAACCGCGCAGCCCCCGGCGCCGGGGCCGC 

CCCCCCCCGGCCGCCCCCCCGCCACCCCCCGCGCGGCCTCGCGGTGAGTG 

CAGCCCGTAGGAGTGCGGAGTGTGGGGGCGGGGGGGGGGGCGTCTGGAGC 

GGAGCCTTTATCACCGCTGTTTTCCCGATTTCCCCGTCTTTTCGCCCCGT 

TTCAGCCCGCCGGTACCGGCCCGGTCAGAGGGCGCTGCGGGAGATCCGCC 

GCTATCAGAGCAGCACCGCTCTGCTGCTGCGCCGCCAGCCCTTCGCGCGC 

GTGGTAACGGGACTGCCCCGGAACGGGACACCCCCCAACCCCCCCAACGG 

GAC C AT CC C C CC AC G GAT GGAT C C C CC C CC AC AC ACAT C CAAC GT GGGAC FTrTn?F 

CCCCCGCCCCAAAATGAGATCTCAACGTGAGATCTGGGGGCCTCAAAATG r -"» UKJl 

AGACACTCTCCCCCCTCCCCCAACGGAACACCCCGAAAATGGGACCACAC 

ATAAAAGTGGGGACTCCCCTCCTCCCCCCCGCCCCGTCAAAATGGAACAC 

CCCCAACTGGACCTTTCAAAAAATAACATTCCCCTCCCCCCAAAAATGGG SUITE 3 

ACTTACCACAAAGTGGGATCTTCCCCCAAAATGAACACCCCCTCAAAATG 

AGACCCCTCGGACCCCCCCCAACCCCTCTGCACCCATCNGCCGTCGTGCA 

CG<?AAGGGAAAGGCTGTAGGGTACATCTACCCTTATTTCTTGGGTTTGTG 

TTTTGTTTTGTTGTTATTTAGAAGCAAAACCAAGACAACAAAGCCCAGCC 

AATGCCATTTCCTGGCAGTGGACGCAGGCGCAGGCGGGTTGGTCACAAAG 

CAAGAAGTTGCTGCGGGACTTTGTCGTTTTGGGGCCGTTCTCGTGAACTT 

CTGAGCCATGGATGAGGAAATTACTTATGCTGATTTAAGGCATCCTACGG 

GCAGTTTGCCTCCTGCTAAGCGGCAGCGCGGTAAGGGATGCTCTGTGTGG 

TGGGTGCTCACCGCAGGCTTGGTTTGGGGGCTTGCTGTTCTCTGAGAAAC 

AC CAGCAAT GCTGGTT GGGTT CTGGGTCCACCCTGGCTTGT AT GGGGGAG 

TAAAGGAAGGGGTGGGGGAGAAGGAAGCCTGGGAATGGCCAGAGGTGTGG 

TGGTTTT 
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GTCCCTATTCCCATTGTGTCCTCACATCTGCCATCTCTTCCTGTCCCCAT 

CTATGCTTTGTGCCCCCCATCCCTTACCCCATCCCCACGTGTCCCTGTGG 

TGCCACCTCCACACGTGTCCCCGTGTCCCCACAGCGGGGCCGTGGCGCAA 

TAACACTGTGATGTGGCGCTGCTGCCGGGACGGAGCGACGGCGCTGCCCA 

TCCGTGCCACGTGCCAGCAGAGGGGACAGCGGGTGACGACGGCCGGGGGC 

TGCCGAGACGCCTTCCTGCAGTGCTGTGAGGTGGCACAGAATCTGCGGCG 

GAAGGGACAGCGCGGGGGGTTGGCACGGGGTGAGTGTCAGCAGTGTCCCC 

AAAGCGGGGAGGGGTGACCTGGGGTGGTGGCGGTGGGGTGTGGGGGAGTT 

GTAGAAATGGGGACCCCATTGGTGTGGGGAGGTTTGGATAAGGGGTCCCC 

ATGGGTGGTGGCACATGGGGACATCCCATAGCCTGGGATCCCATGGTTGG 

GGCCATCCCGTACCTGGGATCCCCACATGGGAGGATGTCCCCCGCTGTCC 

C CAT GGC AGT GAT GGAG GCAC AGCT GGC AG AGC AGCT GTT GGAT G ATGAT 

GAGGACGTCCCCACGAGGAGCTTCTTCCCTGAGAGCTGGCTGTGGCGACG 

CATCCATGTTGCTGGCACTGCACGGTGTGTCCCCGTGTGTCCCCATGTCC 

CCATGTCCCCATGACTTTGTGTCCCCGTGTCCCCATCTCCCCATCTCCCC 

AGGCTCTCAGTGCTGCTCCCTGACTCCATCACTACGTGGGAGATTCAGGC 

AGTCGCCATCGTCCCTGGACATGGTGAGTGTCACCCCCTCCAATGGCCCT 

GCAGTGTCCCCCTGACATCCCCCTCGTGGTGTCCCCATGTCCCCCACGTC 

CCCAAGTTCCTATGGTGTCCCCATGTCCCCCCTCTCCCCCTCCCCCCGGA 

ATGTCCCTGTGTCCCCGTGGTGTCCCTGCACTGCCCCGCAGTGATGAGGT 

CCTGGCAGGGCTGTGCGTGGCGGAGCCGCAGCGGGTGACGGTGACACAGG 

ACGTGCGTGTGGCGCTTTGGCTGCCCCCCAGCATCCGGCCCCTAGAGCAG 

ATGCAGCTGCAGCCCCTCATCCACAGCAGACTGCCCCGCAGCATCAACGT 

AAGCCCTATAGAGACCCCATAGGCACCCCAGAGATACCTCTTTCCCTCTA 

AT AAAT AC CAC TTT GCTTC C AAT AGAT AACC CT CCT GCCC C AT AGGT AC C 

CCTGTGCTCCATACTTGCCCTGCCACAGCATACATACCCCTTTCCCTCCA 

ACAGATATGCGTTGCCCCATAGATACCTTCTTTCTGCCCTATAGATAACC 

CCTCATGCCCCACAGATTCCCGTTTCCTTTCAATTGGTACCCCCTGCCCC ^ 

TCATATATCCCCCTCTACCCCACGGATACCCCCTTAGACACCCGGTACCA 

CTTCTGCCCCATGGATACCCCCTGTGGCACATAGATACCGCTTCTGCCCC SUITE 4 
ACAGATACCCCCTTCCTACTCCACTGTCCCACAGCCCCCACTGCCCCATG 
GCCACCCATAGCCTGGTGGCATCGGGTGACAGTGACGGTGATGCAGGTGA 
CGGTGACACTGTCGGCAGTGGAGGGGGTGTGCGCGGCGCTGGATGGGGTC 
CCCCAGATGCTGGAGCTGCCCCCGGGGAGGGCAGTGGCTGCACCCCTCAC 
TCTGGTGGCCCTCCACCCTGGGGACATCCCCATCACCATCACCGCCCGCG 
GGCCATGGGGGCTGGGGGACCGTGTCACCCGAGTCCTGCATGTCGAGGTG 
AGATCAGTGGGGTCCCCTCCAGTCACCTGGGTCACCTCTGGGGTCCCTTA 
AAGCCCTGCGACCTCCTGGACATTGTTGTCCTTGTGAGCCTGCGGTCACC 
CTGAATACTGGGGCTGTCACTTTGAGGTTCATGGACACCATGTCCCTGTG 
TCCATGGTGGCCCTGGACATGTTGGTCCTTATGGGATCTGGGGACATGGG 
GTCCTTGGTGGTCCTGGATACTGCAGTTGTCCTTTTGTGGACACTATGTC 
CCCATGTCCTTGGTGGGAATGGTGTCATCCATTCCCGCAGCCTGAGGGAG 
AGCTGCACCTGGAGGAGAGCACCTACATCCTGGACGCAGATGGTGGGTGT 
GAGGACTGGGGGACACTGGGGAAACTGGGGACGTGGGGCCGGACCCTGTG 
GTGTGGTGTCCCTACAGATAAGCGGAGCCGGAGCCTGAAGCTGCCGGGGG 
ACGTCCCTGCAGAGATCGTCCCTGATGGGGACTTCAGCATGAGCATCCGT 
GTCAGTGGTGTGTGGGGATGGGGACATGGGGTGGGGACATGGGGGTGGGT 
ACTGGGAACGTGGTGGGGATGTGGTGGTGGGCATAGGGGACATGGGGACA 
TGGGAGGACATTTGTTGGGGACATTGATGTCCATCCCTGATCATCTCTCT 
GTCCCTATGTCCCCATACCCATGTGTGTGGCCATGTCCGCACGCTGTGCC 
CCTGTGTGTGTCCCCTGGGTGTCCCCACATGTGCTCACATCCTTATTACA 
TCCCCACATCTCCTGTGTACAACCCCGTGTGCCCTGATGTGTGCCCCTCC 
ACACATCCCCATGGGTGTCCCAATGTTCCCATGTCCCTCTGCTCATCCCC 
ATCCACATCCCCATGCCTATC 
TCCTATCCCCATGTCCCF 
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tatccctgtccttcaactcccctcccatccccacaccatccccatgtctt 
ctgtccccacaccatccccatatccccctgtcccccctgtccctgtccca 
.ggccgggtgccgggctgggcactgcagggcgctctggggataggggactc 
"tctgctccgctccccccggggctgtggggagcagtccctgatgtcaatgg 
cacccactgctgctgctctgcgcttcctggatgagagcgaagggtggggg 

CAGCTGCCCCCAGGGCACCGACAGCGCGGCCTCAGAACCCTGCAGCAGGG 
TGAGCTATGGGGCAGGTTGTGCTTTATGGGGTGGGCAATGCTTTATGGGG 
TGTGCAGTGCTCCAAGGGATGTGCAGTGCTTCATGGGGGATGCAGTGGGG 
TTTGATTTGATTTGATTTATGGGTTTGCATTTCTCCTCCGAGGATTGCAT 
CTCTCTATGGTGTTTGCAATGGGATGTGCAGTGCTCCAGGTGGAGGTGCA 
GAGCCCTATGGGGGTGCAGTGCTGTGTAGGGGATGTCTGTGGTGTCCCCA 
ATGGTCTCTGATGTCCCCACAGGCTTCGAACGGGTGCAGAGCTTCCGCAA 
AAGTGACGGCTCCTATGGGGCATGGCTGCACCGGGACAGCAGCACCTGGT 
GAGGGGAGCGGGGATGATGTGGGGACATGGGGATAGTGAGGGGATGTGGG 
GATGCTGGGGTATGGGGATGTGAGGACATCATAGGGACATGAGCGGTGGG 
GCCATGTGGATTTGGGGACGTGGTGACACGGTGTCCTGGTGCAGGCTGAC 
GGCACTGGTGCTGCGTGTGCTGGCCCTGTCCCGGCCCTATTTGCCAGTGG 
CTGCCAGCGGCCCCGCTGCGTCCCTGCGGTGGGTGCTGGGGCAGCAGCGC 
CCAGATGGCGCCTTCTTGGAGCACAGGGCTGTGGTGCACCGTGAGATGCA 
GGTGGGT GAC AC AT C ACT G CT GT GT G C AAT GTC CC CAT GC AG GAT CT C C C 
CCTGCAATGTCCCCTGAAGGTCCCTGCAGGCTGACCCCACATTACACTGT 
GTCACTCACGTGTCCCCGTGTCCCCAGGGTGGTGTGGCAGACCCCGGCCC 
GGAGGCCACCGTGTCGCTGACGGCCTTCGTGGTGGTGGCCCTCCATGGTG 
CCCGCGCTCTGCTGCCCCCGGACAGCCCTGAGCTGCCCCTCCTGGTGAGT 
CCCATGTCCCCACCCCTGTGTCTTGGTCCTCATATCCATGTGTCCCTTGT 
GCCCCATCCCCCAAATCCCCACATCCCCCATATGTTCCCATACCCTGCTG 
TGTCCCCCCAGTGTTCCCCCGTCTTTCATTCTCCACTATCCCCCGTATTC 
CCATATGTCCCCCTGTCCACCAGTGTCCCCTCATCCCTCTGTGTCCCCCT 
GTCCCCCAGTGTCCCCCACGTCCCTGTATGTCCCCATGTCTCCTAGTGTC FIGURE 10 

CCCCATGTCCGTGTCCTCCAGTATCCCCCATGCCTCCCCGTGTCTCTTCA 

TGCCCCACACTCCACGTCCCCACACTCCATGTCCCACTGCCACAGGACAA 

ATCCCTGTCCCGGGCCTCCACGTTCCTCCGGGGCCGCGTGGAGCAGTTGG aUXl£. -> 

GG AC C T AT GGG AC AG C C ATT AC AT CCT AT GC ATT GGC ACT GGTGG AC AC C 

GCTCCTCCGGGGCCGCATCCGGCGGTGGAACGTCTGCGGGGCATGGCCCG 

GAGCGCCCACGGTGCGTCTGTCTCTGTCCCCATGGGGTGGTGGCACCTCT 

GTCCCCATGGCTGCCTCCTGGACCCCTCTGTCCCCTCCTTCAGATTCACT 

CTCATTCGAATCCTTCAATTTTATTCTCCCTCAAACTCTTCTTCTTTGTA 

TTCTTCACATTCATTCCTATTCAAATTGCTCTCCTTCCTGTCTGTTCTTC 

TTCAAATTCTTCTTCAATTTTGTTCTCCTGATTAATTCTCTTAAAATTAA 

CTCTCGATCAAGTTCTGCAGATTCGTTCCACTTCGGATGGATTCTTCTCC 

AAACTGTTCTTCAGATTCACTCTCCTTCAATTTCGTTCTTGTAATTAATT 

CTTCTTCAGAGTGATTCTTCAAACTCTTCTTCATGTTCTCTTCAAGTCCA 

TTCCCTGCACTGACTCCGGGTGCTCAGGACCCCCCCGTGACCCCATATGA 

C C C CAT AT GAAC C C C C CAT GAC CT CC AC AAAACC AT AT GAC C C CGT GAC C 

TCCCATGACCCCTCATGACCCCATATGACCCCCCATGACCCCATCCCTGT 

GCAGGTGGCCGTGCAACCTTCTGGCCATCCGGTGGCCCCGCAGCCACGGT 

GGAGGCGACGGGTTACGCCCTTCTGGCACTGCTGCAGAGCCGCGACATCG 

CCGGGGCTGCGAGGGCGGCACGGTGGCTCCGACAGCAGAGCAATTACGGG 

GGTGGCTTCCACTCCACGCAGGTGGGTGGGGGTCACTGACCCCCCGGGTG 

CCTCGGGGTGGGGGTGATTTGATCCCCAGGTACCTCTTTGGTGGCTGTGT 

CCCCAACCTGCTTGGTGTTCCCGCAGGACACGCTGGTGGCCCTGGAGGCG 

CTGGCCCAGATGTGGCTGCACTGGGGCCGTGGGAACACAATGGGGCTGAA 

CCTGGGGCTCTCCTGGCCGGGGGGTGCCCGGGGGAGGGCTGGTGGCACTC 

AGGTTATGCTGAAGCCGGGGCTGGAGCCGCTGGAGCAGGAGCTGCAGGTG 

GGGACATGGCGGGATC^ £ £^(^p^^^^^^^ 
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TGTCTGGACTTGGTAGGATGTAACATGAAGACACTGGGGACATGGTAGGA 
CATGGGGGACATGAGAACACGGGATGTGGGGGACATGGTAGGACATGATG 
GACACAGGGCTTTGGGGTCCTTGGGTCCTCGCTCTGTCCCCATGTCCCCA 
GGTGCCTCTGGGCAGCCCAGTGACAGTGCAGGTGGAGGGACACGGCGAAG 
GGACGCTGACGGTGGGTGGCTGCATGGACATTGGTGTCATCTCCAAGACC 
GATGTCCCCTCACAACCTCCCCTCATGGTGTCCCCTCATGCTGCCACGGT 
GTCCCCTGCTGTCCCATCATGGTGTCACGCTGTCCCCAGGTGCTCCGCCA 
GTTCCGCCTGCTGTCACCTCCGAACGCCACGTGCCAGGCGCTGCACCTGG 
AGGTGGCCATCACCGGCCCCATCCTGTACCATGGTGAGGCCCCACCCAAA 
GGCCCCGCCCCCTTTTCCTCGCGGGGGGCGTGCCCTCAACCCTGTTTTGC 
AT AT C C C AAC C C C C AGC AGAT GAG G ACT AC GAGG ACT ACG AGG ACT AC GA 
GGAGGCGGAGCCTAAGGAGGGGGAGGAGCCTACGGAAGGGGCAGTGCCCG 
TGGAAGGGGCGGGGCCAGCAGATGACCCCGCCCCCCTCAGCCCCGTGTCC 
TTATGGGATGCCCGTAAGCGGCAACGCCGCAGCACACATAACCCTGCCCA 
CGAGGTGGCCTTCCTGGTCTGCTTCCGGTGAGGGGCGGAACTTCCTGTCC 
CTGGGGGCGGGTCTTCCTGCTGATGGGCGTGGCTTATTGCTGAGGGGCGT 
GGCCTGTTGTAGGCGGAGCCCAGGGGTGGCACTGACTGGGATGGCGGTGG 
TGGAGATCACTCTGCTCAGTGGCTTCTCACCCCATAGAGCTGACCTGGAC 
AAGGTAGGGGCCCAGGGGGACTTGTGGGACATGTTGGGGGGTTGAGGGGA 
GTTATGGGGTGTGGGGTTTGGGGGTGTTGGAGTTGTTGAGGTGGCAGAAT 
GTTTGGGTTGGAGTCATGGGATATGGGGCTATTGGGGTTTGAGGGTGTTG 
TGATGTTGGGAAACATTGAATTGGGGTTGTTGAGTTTGAGGGTGTTGGGG 
TGTGCGGGTGCAGAGCTGCAGCTGCTGGGTTGGAGTATTAAGGTGTTGGG 
ATGTTGGGGTGTTGGATGGCTTGGATGCGGGTGTTGGGGTGGGCACGTAT 
CTGGGTGCTGCTGTCCCACAACAGCTGCGGGACGTGGTGGATCACTGGAT 
CAGTCACTATGAGTTGGAAGGAAACCAGTTGGTGCTATACCTGGATGAGG 
TGTGTCCTCCCGTGTCACCCTATAACCCCAGTGGCCCCATGTTCTCATAT 
CCCCCATGTCCCCGTGTCCCCACACCATATCCCATTCTCCCCACACATCC 
CCGTGTTCCACCACGTGTCCTCATTTCTGTCCCTGTCCCCAGGTCCCCCC FIGURE 

CGAGCGGCAGTGTCTCAGTTTTGGGGCCACCCAGGACGCGGCTGTGGGTC 

ACATGCAGCC.GGCAATGGCAGCCATCTATGACTACTATGAGCCTGGTGGG 

TGGGGCCTTCAGTGGGAGGGGCCTAAATGGGTGGTGGTCTTCATGGGTGT SUITE 6 

GACCATTGGAGGAGGCGTGGCCGATCTGACCCCTCCATGCCCCATCCAGG 

ACAGCGCTGCACCGTCTTCTACAACGCCCCCCAAAGGAGCAGCACCATCG 

CCACACTGTGCTCCCCCAAAATCTGTGAATGCGCCCAAGGTAGGACCCCA 

CTGTGACTCCATATGTAGGGCCCCCATCCAGTGAACCCCCACATCCTCCT 

CCTAATTTTTGAAGATCTGGGGGTGAAATTATGGGGTTTATAGGGGAGCG 

TGGTTGAGTGACATGCAGGACATGGAGGGAACCCACACCAAGAACCTTGT 

GTTTTGGGTCCCTGATGATGTTGGGAGATCCTATTGATGTTGGTGGTCCC 

CAGGGGGGTGTCCCCAAGCCCAAAGGAGGACACAGGAGGTGACAGCTGAT 

GACCGCCATGACTTTGCCTGCTACAGCCCCCGCGTGGACTATGGTGAGAT 

CCCAAATCACTGCACCTCAAACCTGACCCCAAATTGGCTGCATCCCGAAC 

CCCAACTGCCCTAAATCCCATCTGCTGCCCCTGAGTCCCACAGCTGCACA 

CTGTACCCCACAAGTGGCCCCTGAAGCCTAAAAACATTCACGAGGATTTT 

GTAGTTTTCTCCCTGTACCCCAGTTGTCCCTCTGACCCCAAGAACCCCAC 

AGCTGCCCTATGCTGTCCCCTGCCCGCCATAACTCCTCTGATACAATAAC 

CCCCGTGACCCCATCTTTATGACCTCCATGACCTTTGACCCCCAGCACTG 

GTGGTTCGGGTGCTGTCCCAGAGTGAGATAGGGGCTTTTGTGGCGTTTGA 

GACGGAAATCAAGGAGGTGCTGCTTGAAGGTGAGACTGAGGGTAGTGGGA 

CGGACT GG AAG GT G AG AATG GG AGC ACT GGG AG AGGC AG GGAGTACTG AG 

AGGGACTGGGAATGACTGGAAATTGAGACTGGGTGGACTGGGAACTCTGG 

TAGAGACTGAATGGGTATACTGGGAACACTGGAAGAAGTTGTGGGATGAG 

AAGAGGATGCTGGGATAGGAGACCCCCCCCCTTGTGCTAGGGGGGTCTCT 

CAGCCATACTGGCACAATATGAGAGTATACTGGGTGGTACTG GGAA AGCT 

GGGAGGACTCATACTGGTEEOtlittE'DEraEMFH^ 
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CCCCTGGGGAGCGGAGGCGGCTGCTGGTGCGGAAGAGCTGCCCACTGCGC 
CTGCAACTCCACAACATCTACCTGGTGATGGGGGGCAGCGGGAGGACGCG 
GGACCCTGAGGGGCGGTGAGAAGGGGCTGTGCCCCATGTCCACATGTCCC 
TGTGTTCTCATGTTCCCATGTCCCATATCCCAGTGTTCCTAACCCCATAT 
CCTTGACCTTGAGCCCATACCCTGATATCCCTGACCCTGTCCCCATTCTC 
AGCCCCCAGTTCCTGCTGGGCCCCCACTCATGGTTGGAGGAGGTGCCATC 
CCCTGGACGCTGTAAGGCCACAAGGTTGCGGGGTTACTGCGCCCAACTGC 
AGGAGTTCCGCACCCGCCTGAGCCAACTGGGCTGCCAGCTGTGAGCCCCT 
GGGAGCCACTGGGAGCATGTTGGGTGCAGCTGGGACCATTCTGGGGGTGA 
ACTGGTACCACTGTTGGATCAGTTGGGATCAATTGGGAATAAACTAGTGT 
TGACTGGGACCGTGTTGTGACCAACTGGAAGTGTGTTGGAAGAAACTGAG 
AGCTGCTGGGGTTGAGTGGGAGCAACTGGAACTGTGTTGGAACAAACAGG 
GGACCAACTGGGATCACACTGTGGTCAGCTGGGATCACACTGGGTCAAAA 
AAGATCACAGTGGCCCAATTGGGGTCATACTGGGGTGAGCTGGGATCAGA 
ACGAGTTTAATAAACGTACAGTCGTCCGAGCCACCACAGAGTCAGCCCTC 
CAGCGGCGCAGAGCGGCGCAGCGCGCACTGGCTGCCCGCGGTAAGCGGAT 
GTGACGTCACTTCGCGGCGCGCTATTCGAACTCCAGCAGCGCCCCGCGGA 
GCGCCCCAATGCCGCGGCCCAAACCGCGCAGCCCCCGGCGCCGGGGCCGC 
CCCCCCCCGGCCGCCCCCCCGCCACCCCCCGCGCGGCCTCGCGGTGAGTG 
CAGCCCGTAGGAGTGCGGAGTGTGGGGGCGGGGGGGGGGGCGTCTGGAGC pjQijRE 10 

GGAGCCTTTATCACCGCTGTTTTCCCGATTTCCCCGTCTTTTCGCCCCGT 

TTCAGCCCGCCGGTACCGGCCCGGTCAGAGGGCGCTGCGGGAGATCCGCC 

GCTATCAGAGCAGCACCGCTCTGCTGCTGCGCCGCCAGCCCTTCGCGCGC 

GTGGTAACGGGACTGCCCCGGAACGGGACACCCCCCAACCCCCCCAACGG Wilt- I 

GACCATCCCCCCACGGATGGATCCCCCCCCACACACATCCAACGTGGGAC 

CCCCCGCCCCAAAATGAGATCTCAACGTGAGATCTGGGGGCCTCAAAATG 

AGACACTCTCCCCCCTCCCCCAACGGAACACCCCGAAAATGGGACCACAC 

ATAAAAGTGGGGACTCCCCTCCTCCCCCCCGCCCCGTCAAAATGGAACAC 

CCCCAACTGGACCTTTCAAAAAATAACATTCCCCTCCCCCCAAAAATGGG 

ACTTACCACAAAGTGGGATCTTCCCCCAAAATGAACACCCCCTCAAAATG 

AGACCCCTCGGACCCCCCCCAACCCCTCTGCACCCATCNGCCGTCGTGCA 

CGGAAGGGAAAGGCTGTAGGGTACATCTACCCTTATTTCTTGGGTTTGTG 

TTTTGTTTTGTTGTTATTTAGAAGCAAAACCAAGACAACAAAGCCCAGCC 

AATGCCATTTCCTGGCAGTGGACGCAGGCGCAGGCGGGTTGGTCACAAAG 

CAAGAAGTTGCTGCGGGACTTTGTCGTTTTGGGGCCGTTCTCGTGAACTT 

CTGAGCCATGGATGAGGAAATTACTTATGCTGATTTAAGGCATCCTACGG 

GCAGTTTGCCTCCTGCTAAGCGGCAGCGCGGTAAGGGATGCTCTGTGTGG 

TGGGTGCTCACCGCAGGCTTGGTTTGGGGGCTTGCTGTTCTCTGAGAAAC 

ACCAGCAATGCTGGTTGGGTTCTGGGTCCACCCTGGCTTGTATGGGGGAG 

TAAAGGAAGGGGTGGGGGAGAAGGAAGCCTGGGAATGGCCAGAGGTGTGG 

TGGTTTT 



FEUILLE DE REMPLACEMENT (REGLE 26) 



WO 99/27132 PCT/FR98/02501 

45/110 
Contil31.txt 



AGAAGAGCCCCGTGATGTCCTCCAGGTGCGGTCCCTCGGTGCCTGTGGGG 

ACAACGACAGCCCTAAGCACAGTGTCACCATCCTGGGTGGGGTCCCCAAC 

CCAAATCCATGATCTCCCATTGTCCCAGGCCATGGTCCTGATGTCCCTCA 

GACCCTCCTAACCATGGTCCCAGCATCCCAATACCTCCACGTGTTTCCAA 

TATCCCCACATCCCCCCTCACCAGCCAGGAGCAGTCGGACGGAGACACGC 

ATTGGTTTGGCCAGTGCAGTGTGGGTGACAACGCAGCTGTAGATGTCCCC 

GTGGTGTTGGGGGCGTGCGGGGATCAGCCGTGCTGCCGCCGTCCGGCTGT 

AGGTTCCATCGGCTGCCTGGCGGTGACCTGAAGTCCAGCTGTCCATCACT 

GTGTCCCTGGGTGACTGTGATGTCCCCGAGCCCCCGGCGCGGCGCTGCCA 

CGTCACCGTCACATCCAAGGGGTAGAAGCCAGACACGTGGCAGCGTAGCT 

CTGCTGACGTCCCCGGGGCCACCACCAGGTTCTTCGGGGACAGCGTCACC 

TTGGGGGGCTCTGGGAGACATGTGGGGGGACATCGGTCCCATATAGCCCA 

TAGGGCCCCTCCTATAGGGCTCATCCCCCCCTATAAACCTACAGGTGAAC 

TATGGGATGATGCCACCCCATCCTATAGTCCTCATAGGAATACCACCCGG FIGURE 1Q 

T C C CAT C C AC C CT AT AGCCT C CAT AG GAAT ACC AC C C AGT C C CAT C C AC C 

CTACAGCCCCCCACAGGAATATCACCCAGTCCCATCCACCCTACAGCCCC 

CATAGGAATACCGCCTGCTCCCATATGTCCTATCTGACCAATAGGAATAC 

CACCCAGTCATACACACTCCGTAGGAACACTGCCCAACCCCACACCCCAT SUITE 8 

AGGAACACCGCCTGCCCCACATGGACGCACCAAAGACGTGGAGCTGCAGC 

ACTGTCTGTGTGTGCCCGTGGGGCAGGAACACGGAGCAGATGTAGGTGCC 

CTCATCCCCCGGTGATGGCCGCGCCAGCCGCAGTGTCACCGCTGTCACCC 

CGTCCCCATCCCGTGTCCCCAGCAGCAGTTCGGCCCCGGGGGTGGCGCGG 

GGGGCGCGGGCGGTGGAACTGTCATAGG 



FEU1LLE DE REMPLACEMENT (REGLE 26) 



WO 99/27132 



PCT/FR98/02501 



46/110 
ABlB3FOR.txt 



CCAACTTCCTTTGGTTCAGGGAAGAAGACTCACCCACTGCTTTGGTTTGT 
TGC ACT GGAAAAGC AT G AAG AAAGC AC C AC ATG AT GAG AG G AAC AGT T C A 
TCCCACAGCTCACGCAGGAAGAACCCATTTTTAATTTAATTTGGGAGGGA 
GC ACT CACCC AGGTCT GAAGCT AGTTT AT CTGCAAT GAAACAAATAAGAA 
AT G CAT GAT G AG AAGG GT C AG AAT AT CAT C C CAT GGCT G AT C C CAT GGGA 
AGACCCCGAATCTCTTTGGTTTGCGGAGGAGGACTCACCCAACTGTGCAT 
TCCTTCCCTCTGCAAAGGGAAAGCAGAAACAGTG 



SUITE 9 



FEUILLE DE REMPLACEMENT (REGLE 26) 



WO 99/27132 



PCT/FR98/02501 



47/110 

ABIC IFOR. txt 



TGGGATCAAGTTGAGTAGACATAGCATCCTCGCTTTTAGACAAGACCTGC 

ACAGTATACCACCGTTTACTGTGCAGATAATGACCAAAAGCAATATGCGT 

CACACTTTTCTGGTGACAACGTCACAAAATGGCGGTCGTCAATCGTGACG 

AACAGCACAAACGCCCTTTCTCATCGAAGATTTCAATCTGCCAGACCTGG 

TGACGCGAACCGAGATGCAACGGTTTGCATACGCCGCGCACCCGCCCTTC 

TCGTGCCGAGCGGACGTGGTTAGCATTGATTTCCAGACCAACCACTTTTT 

GCTCACCTTCGGTACATAAATAACCGGCAACGGAACCGATACTTTCGGCC 

ATTACCACGGGTGCTCCTCCATGCAGCAACCCGAAAGGCTGCTTTGTCCG 

CGAGTCTACTGGCATTGTCGCTTCAAGGGTGTCATCACCAATATGTTCAA FIGURE 10 

AGC GAAT ATC C AGGAAC C CC ACC AT GTT T C CTT C ACC CAT AGC ATTC AGT 

GCTTCCAGGGTGATTTTCCGTTTCCAGATCATTTAATAATCTCCAGTTAA 

AGCCTGCACAGGATGGCTTACCCCGTGCCTTCAACCCGTTTTATCTGGCT cttttf 10 
ACGGCAAGGAATATCCGGTT 



FEU1LLE DE REMPLACEMENT (REGLE 26) 



WO 99/27132 



PCT/FR98/02501 



48/110 

AB3AllRE.txt 



CCGTCGCCTCGGCTCTCCCTCGGGCTCCACCCCCCCGTTCCGCCCCTTTG 

CCGCCGCATCTCCCGCTCTGTACCCTCCCCAAGAAGTCGCTCAGACGGCG 

TCGCGTTGTCTGCACATCCTCGGGGACCGTCTGTTGTGCGGCAGCAGGGG 

AGGGGAGCGGGCGGTCTGTGCTCTTCTATTCCCTTCAGTACAAGAAGGTG 

GTTTGGGTTCTTTAACCAAATATACTCTTTTGTTTTTGCATAAAATCACC 

AGAAGGAATTGGTCTGTTGAATATATAGGAGTGGTGGAGAGAGTCGAAGA 

AGTGTTTCCTGTGACAAAACACCGTTAAAAGTGAATTCATGGAGAACGCA 

CTGCAGTGACACAGAAGGGAAAACACGAAACATAAATAATTTGCCGATTT 

ATCATCGATTTCAGGGTCCTTTGGGCTGATTGCTTTCCCAGTATTTCCCT FIGURE 10 

TTGGAGAAAAACCGGTGAAAAATGG 

SUITE 11 



FEUILLE DE REMPLACEMENT (REGLE 26) 



WO 99/27132 



PCT/FR98/02501 



49/110 

AB5B6FOR.txt 



TCACCTGGCTTTGCTGCTCCAGACCCCGCAGGAAGCGACCCCCCTGGCCC 

CTGGCATCCCGCAGCCCCACACGCAGCTGTGCACGGCCCCACACTGGCGC 

CCCATCTGGGAATCTGGGGGTCCAAAGGGTCAGTGGAGTCAGGCGGGTCC 

AAAGGTCAGTGCGGTCAGGAGGTCCCCAGATGTCAATAGGGTCAGGGGGA 

GGGATCCCAAAGGCCAATAAGGTCAAGGGGAGAGATTCCAAAGGTCAGTA 

GGGTCAAGGTGCCCCAGAGGTCAATAGGGTTGGGGGAACCCAAAGATTAT 

AGGGTCAAGGAGTGACCCCAAAGGACATCAGGGCCACTGATTTGGGGTGG 

ATGGGAGAGGAATTTGGGGAGTTCAGGAGAGTTGGAGGGGATTTGGGAGG 

TTTT G GAG GAG AC AG AT GGGG ATT TTGGTGGGAATTTGGGGAAGATTGGG pTrTn?F in 

TGGGATTTGGGATTTGGGTGGGATTTAGGTGGGGATTTGGGGGGATTTTG rj ^ UKI1 

TCTCTGGGTGTCCCATAC 

SUITE 12 



FEUILLE DE REMPLACEMENT (REGLE 26) 



WO 99/27132 



PCT/FR98/02501 



50/110 

AB6E4FOR.txt 



CCTGAAACTTTGGGGTGAGCATCTCCATCAGCTCATCTGCAATGCAATGG 
GATCTTCCAGTCTTTGGGTTTTGTGCTCGTTGTGCCACTATTTTCATGGC 
AT C C T AAG AT GGT G CT G T ATT ATT TTT GT G AC ACT GT AAG AG ACT G GAG C 
AGAAATTTTGTCACAAATTAACAAAAAAAAAAAAAAAAAAAAAA 

FIGURE 10 



SUITE 13 



FEUILLE DE REMPLACEMENT (REGLE 26) 



WO 99/27132 



PCT/FR98/02501 



51/110. 
AS6G8REV.txt 



GTTCTATGATTTCTTTGGTCCGAATACCATGAAATCTGATATTTCCATTT 

CAGTATCTGAACTGGGTTCTCTGCTGGATCACAGTGGTCCACACAAAGAA 

GCAGAACAGTATATCGCTCGCGTCTTTAACGCAGACCGCAGCTACATGGT 

GACCAACGGTACTTCCACTGCGAACAAAATTGTTGGTATGTACTCTGCTC 

CAGCAGGCAGCACCATTCTGATTGACCGTAACTGCCACAAATCGCTGACC 

CACCTGATGATGATGAGCGATGTTACGCCAATCTATTTCCGCCCGACCCG 

TAACGCTTACGGTATTCTTGGTGGTATCCCACAGAGTGAATTCCAGCACG 

CTACCATTGCTAAGCGCGTGAAAGAAACACCAAACGCAACCTGGCCGGTA 

CATGCTGTAATTACCAACTCTACCTATGATGGTCTGCTGTACAACACCGA 

CTTCATCAAGAAAACACTGGATGTGAAATCCATCCACTTTGACTCCGCGT 

GGGTGCCTTACACCAACTTCTCACCGATTTACGAAGGTAAATGCGGTATG ^Triroi? 

AGC GGT GGC CGT GT AG AAGGGAAAGTGATTT AC GAAACCCAGTCC ACT C A FIGURE 10 

CAAACTGCTGGCGGCGTTCTCTCAGGCTTCCATGATCCACGTTTAAGGTG 

ACGTTAAACGAAAGAAACCTTTAACGAAAGCCTACATGATGCACAACAAC 

AACTTCTCCG SUITE 14 



FEUILLE DE REMPLACEMENT (REGLE 26) 



WO 99/27132 



PCT/FR98/02S01 



52/110 

B5FOR.txt 



CCACCACCGCTTTGGGCAGTGCCAGTGCTCCTCACAGGCTGTGGGGCAGA 
GCAGGTGACCCCCCAAGGATTTCCCCTACAAAGAGCCCCACAGAGACAGA 
AATCCTTCACCTGAGCTGCAGCAAGCGCGCGGCTACACCCAGCATCAATC 
TTTGCCCAGCTTCTACCTTTGCCCAGCTTCTACCTTTGCCCAGCTCCAGG 
GTGCAATGCGAGCAACTTGGCATCAGACCAATACAGTCAAAGGTTGGA 

AATGGTCAATTTTATCCTAAAATCCTCTTGCACTTGG 

TATTTTCCCCATGTGCATTCACAGTGAGGTCCCCCTGAAGCCTACTCTTC 

TCCAGCCAATTTCTTATGATCACGAAGGGGATGATATGATGGTGACATGG 

GGGATTTCCACGTGGATGCTGCAGGGCAGATGGGGAAGGGGTGAGGGGAG 

ATGCCCACCAGCAGAGTTCCCAATCAGGACACAGCAGTTTTGCTGCCAGC 

ACCAGGAAGCAGCTTCCCCTCCTTTCCCTGCTGGGAAATCACTCCTTTGG 

AATGTTTTTTTTTTTCTGCTGCTCACCCACATTTTGCACAGGGCTGATCT 

TCCAGGTCAGCCCAAACTCTGCATCCCCGCACGGATAACCTCTCCCTCCC 

TAAGAATCAGTGCATCCTGCCTGCCTGCAAAGCAGCTGCTGAGATGTCTT 

TTGCAGCCCTTATTCCCGCAGACCCCGTGCAGAACCACACACATCTCCAT 

CCTCTCCTCCGTTGGCAAGGAATGGGTTTGCAAAGGGATGGGCACAACCA 

GCAATATGCAAAGGAAGAGGTGTCGAAAGTCTGGGGAGCAATGAATCTGT FIGURE 10 

CCCCCGGAAGATGTTTCCATGGGGCAGTTAAGGAGGAGAATTGGAAATGA 

AGCAGATGATGCAGCAATGAAACTATCCCAGAAAAGGGGGGAAAAGCAAT 

TCTGGTAATGAAGATACATAAAGGAGAAGGGCTTCTCGCTGTCTGGACGC SUITE 15 

AGTTCTGTTGGTTAACGTCTTTTCTCTTTGTGCTCTTTGCACTTTTTTCT 

TTGCCTGCTCTGGTCAGGATGAGGCAGAGCCCTCACGGGGCCCTTTCACA 

CCTTTTTTTAGCACACAGAAGCGCAGCGGCCGTCTCAGCACCCAGCATCG 

AT G AGAAGGG ACT GC AAAT AAATT AAAT GC GTT ACT G AAT AG ACAGT CGT 

AATTAAAAGTCAAACCCATCCCCTCCCAGTATTCCAGCTGCCGAGGCATC 

GGTTGGCACAGAATCACCAAATATTGCCTTTCTTCCCCCATCCCCGCTTA 

TCAGCCAATGCTCTCTGACCCCTAAAAGGTCTCGATTTGGGGTCTTTTTG 

TTGTTGTTGTTGTTGTTCTGGGTATTTTTAGGCTTTTATTATCAGCGATT 

TTTCAGCTTCTCACTGCTTACCCCCCAGCTCAGCACCGCATCGCTCACTG 

CCATCGCTGAACCCAGCGGCGTTTCCATCCCTCAGAGAGCAGCAAAATGA 

GACATCGGCCGTCGTGCACGGAAGGGAAAGGCTGTAGGGTACATCTACCC 

TTATTTCTTGGGTTTGTGTTTTGTTTTGTTGTTATTTAGAAGCAAAACCA 

AGACAACAAAGCCCAGCCAATGCCATTTCCTGGCAGTGGACGCAGGCGCA 

GGCGGGTTGGTCACAAAGCAAGAAGTTGCTGCGGGACTTTGTCGTTTTGG 

GGCCGTTCTCGTGAACTTCTGAGCCATGGATGAGGAAATTACTTATGCTG 

ATTTAAGGCATCCTACGGGCAGTTTGCCTCCTGCTAAGCGGCAGCGCGGT 

AAGGGATGCTCTGTGTGGTGGGTGCTCACCGCAGGCTTGGTTTGGGGGCT 

TGCTGTTCTCTGAGAAACACCAGCAATGCTGGTTGGGTTCTGGGTCCACC 

CTGGCTTGTATGGGGGAGTAAAGGAAGGGGTGGGGGAGAAGGAAGCCTGG 

GAATGGCCAGAGGTGTGGTGGTTTTGAGCAAAAATCAGCCCAGATCGGGA 

AGCCCAATGTGAGAGAATGGAATGAAATGGTGGCAAACGCACCCTGCATC 

CACGTGGCATGAGGGCTGCAGACATCCCCGCCCTCCCAGCCACCGGCTGC 

CCCACACTGGGCTCAGCTCACAAAGCCTGGGGGCTGCTCAGCTTCCACCC 

CATGCTCTATGGAGCCTGCAGGGCCTCCACCACCTCCAGAACCACACGTG. 

GAGGTGATGTCCCTGTGTCCATCTGACCTCCAGCGGGAGCCCATCCCATG 

CTCCCTGCTGCTGTCACCCCTCTGTGCCACCTCCTTCCCAGCTGGGAACC 

ACTGGGAGCCACTGGGAAGGGTCCAGGGGACCCTGGAACTGGAGGAAAAC 

AAACAGGCATCAACTTCTGCTCATACACAGCATGGGAACCAATGGGAAGG 

GTCCGGGGACCCCAA^TjSgQi^g^gftfftS^l^fd^S^i^ 



PCT/FR98/02501 

WO 99/27132 



53/110' - 

B5FOR.txt 



ATTTGTTGTTCAGCAGAATGCATCTGTGTGCCCCATCCCCACTCCACTTC 
ATTTCCTTTCTTTTCCTGCAATAGGAAATCCATCTTGGAGGGGACGGGGA 
CACAGGCAGGCTCACAGAGGGGACCCTGGGGTAGCAGTGCCGGATTTGGG 
CTGAGGCCCATAGCAGTGACCACAGAATCGGTCATTTGTCCGTTCATGGT 
GAAGATGGGAGGGGGTTCAGCAGAAGCACTCCCTGGGACTCCCAGAGGGC 
TGTCTCAGAACCGCTGCTTTCCTTGCACAGAAGATGAACCATTTTTGTAG 
GGGGAGGGTCCAGGATGTGGTTGCAGTGTGAACAAAGCCTGTGTGCTTTT 
ATAATTCTCTTCCTGCCTGCTGCTGTCATTTCTGAGGGCTGAATGGGCAG 
CACGGGCAGACAGCAGCGTGGCTCCGACACTTCTATGTCTGCAGTGCCCA 
TT G C AGGAAG AGAAAAG AAAT GGAGT GGGGAT GGGG C AAAC AG ATGC ATT 
CTGCTGAACAACAAATCCGGTATTTTTTTATTGAGAGAAATAACACAGGA 
TTGTGAGCTGATTGCATGAGCGCATGCAGCGATGTCCCCCCGTGTGCCCG 
GGCAGTGCTGGGGTCTGCACAGCCCAAACTCCTCACAGAGCCGTATTGCA 
GAGCTTCACCCCAACGCCTGGGGCTTTTGGGGTGGGCACACATCAGAGGG 
AGGGACTGCGTTGCCCTCCATCTCCTGCACATTATGGATGGAGACGTAAA 
GGTTCTTTCTGGCAGACCCACTGGTGTTCACCACTACAGACGTCGCCCTC 
CACTTTTGTGTTCTTGAAGGTCCCGCAGCGATTCTCCATCACGGAAAGGT 
TATCAGACCTGCAAAATAAGGCTGTTTGCACCCAAACACCCGACTTGAAG 
GAGGCGGGCAATGGTTGCAGAAATACTCACTCTGTGCTGTTGTAGGAGGA 
GTTGTCCACCCATTTCCATTGATTTGTGGACACTTCTAATCCAATCCACA 
CCGGCTCCGCACCTGCCATCTGCTGGAGGTGATCCTGGGAAATGGCACCA 
AAATCCTTCTGCAAGGGGCTGGAGGGGTGCAGAGCCACCAAGTCTGCCTT 
GTT GGAC C C CC AGCAG AT GGGACT C AGAC AGCAGCCAT GCCTGGAATGCT 
GCCTGGCTCTGCAGGCGGCTCAATGGGTGGGAATGGCTTCAAACCCGAGA 
TGGAGGCACCGGTGTGACCAGCTGAGCTCTGCTTCCATCCTTCAGCCTGT 
TTGAAGGGTGGGAGGGGACACAACCCCCATGTCCCACCCCTAGCCTGAAC FIGURE 10 

CTTGATGTCCTTAACTCAAACCATAATGTGCGCAACCCCAGCGTGCCTGA 

CCCCAACCCGTGTGCCTACTGCCATGTGTTGACCCCTAACCCTAAAGGGC 
ATAATCCAGACCCCAATCTCTCCAGTGATGCTTTAGCCCCATTTGGGTTT SUITE 16 
GGAACCACTGACCCTCCTGCTGCCGCCCAGTCACTCCAGAGCGGTTTTCT 
C C C AC AG AAT C C AC C AAAC C C AC AC ATT T T C AGGT C C CGTC C AGCT C C CT 
GCTCTATGCTTACCTCTTCTGCCTTCTTCCGGAGCACAGCCAGCTGAGAC 
TGCAGATTTTCACACTTCATTTTTGCTTGTGTCCAGTTCCCCTTTTCTGT 
GGAAAGCTCATAGCATCGGTCCCCTAAAAGCCTCCAGAACTGGGGACAGA 
GCAGGCAGGCAGCAGGGGCTGGAGAGAAAGAGCCGTGAGCATCTTCAGGT 
GGGAGAAATCCCACCCAGGAGGATTTCCTTGGGAAGGGCATTACCTGCAG 
AGCT GTT CC AT GTGG ATT GGC AGAAGT ACT GCTC AAT GG AGGT ATT CTCG 
CAGAGCTCTGTCCCATTCCTCCCGTTGGTCTCAGGGCAGTGCCGGGCAGC 
GCTTGGAGGTGGTGTTGTTTTCTGAAAGACTTTTGGGCACAACCTGGGGT 
GAGACGCGGCCCTATGGGGCCAACCCCGTGGAAACCACGCAGGGTTGGGG 
TTGGATCCTCGAGCTCTTTTGCAAAGCCTTTCTGGCTATGGTTGCACTCA 
GTTAATTAAACTGTCTAAAACCATATTTTGTATATAATTAGACATGATGT 
TTACTGCTTCTGTCCCCCCCTTGGTTTAAGAGCAGAGAGGCTCTTGCAGA 
AGGGAATTCCTCTCACTGAGTGCCACTTTGGAATTGTTGTGTGATCACCC 
AAACTCCAGTGCAAAGCCCCAGCCCCACTTTGGGCAGAATGAATGTGTTT 
TCTGCTCAGAAGAGCTTCGATTTCCTGTGCAGCAATGTGGTTGGGATCTG 
ATCACTCACCGCACACGCTGAGCCCTGTCACCAGCAGCAGCAGCAGCAGC 
AGCAGCACCCCCAGCATGCAGGCTTTCTGGAAGTCCCACGGAACTGGAAG 
AGCCCACACTTATATAAAACAGACATTTTGAAAAAACTTTTCCTTTTACA 
GAAATGATCTCCCTGTGAAAGAGCCCCTCCACCAACCTGCTACGTTAGAG 
CAGAAGTTGATGGCTGCTTTGGTTCCTTGAGAATTTGGGGTCCCCGGACC 
CTTCCCATTGGTTCCCATGCTGTGTATGAGCAGAAGTTGATGCCTGTTTG 
TTTTCCTCCAGTTCCGGGGTCCCCTGGACCCTTCCCAGTGGCTCCCAGTG 




WO 99/27132 



PCI7FR98/02501 



54/110 

B5F0R.txt 



ACGCGTGGTTCTGGAGGTGGTGGAGGCCCTGCAGGCTCCATAGAGCATGG 
GGTGGAAGCTGAGCAGCCCCCAGGCTTTGTGAGCCGAGCCCAGTGTGGGG 
CAGCCGGTGGCTGGGAGGGCGGGGATGTCTGCAGCC 



FIGURE 10 
SUITE 17 



FEUILLE DE REMPLACEMENT (REGLE 26) 



WO 99/27132 



PCT/FR98/02501 



55/110 

B5REV.txt 



CCCAGAACCCAACCAGCATTGCTGGTGTTTCTCAGAGAACAGCAAGCCCC 
CAAACCAAGCCTGCGGTGAGCACCCACCACACAGAGCATCCCTTACCGCG 
CTGCCGCTTAGCAGGAGGCAAACTGCCCGTAGGATGCCTTAAATCAGCAT 
AAGTAATTTCCTCATCCATGGCTCAGAAGTTCACGAGAACGGCCCCAAAA 
CGACAAAGTCCCGCAGCAACTTCTTGCTTTGTGACCAACCCGCCTGCGCC 
TGCGTCCACTGCCAGGAAATGGCATTGGCTGGGCTTTGTTGTCTTGGTTT 
TGCTTTTAAATAACAACAAAACAAAACACAAACCCAAGAAATAAGGGTAG 
ATGTACCCTACAGCCTTTCCCTTCCGTGCGCAACGGCCGATGTCTCATTT 
TGCTGCTCTCTGAGGGATGGAAACGCCGCTGGGTTCAGCGATGGCAGTGA 
GCGACGCGGTGCTGAGCTGGGGGGTAAGCAGTGAGAAGCTGAAAAATCGC 
TGATAATAAAAGCCTAAAAATACCCAGAACAACAACAACAACAACAAAAA 
GACCCCAAATCGAGACCTTTTAGGGGTCAGAGAGCATTGGCTGATAAGCG 
GGGATGGGGGAAGAAAGGCAATATTTGGTGATTCTGTGCCAACCGATGCC 
TCGGCAGCTGGAATACTGGGAGGGGATGGGTTTGACTTTTAATTACGGCT 
GTCTATTCAGTAAGGCATTTAATTTATTTGCAGTCCCTTCTCTTCCATGC 
TGGGTGCTGAGACGGCCGCTGCGCTTCTGTGTGCTAAAAAAAGGTGTGAA 
AGGGCCCCGTGAGGGCTCTGCCTCATCCTGACCAGAGCAGGCAAAGAAAA 
AAGTGCAAAGAGCACAAAGAGAAAAGACGTTAACCAACAGAACTGCGTCC 
AGACAGCGAGAAGCCCTTCTCCTTTATGTATCTTCATTACCAGAATTGCT 
TTTTCCCCCTTTTCTGGGATAGTTTCATTGCTGCATCATCTGCTTCATTT 
CCAATTCCCCTCCTTAACTGCCCCATGGAAACATCTTCCGGGGGACAGAT 
TCATTGCTCCCCAGACTTTCGACACCTCTTCCTTTGCATATTGCTGGTTG 
TGCCCATCCCTTTGCAAACCCATTCCTTGCCAACGGAGGAGAGGATGGAG 
ATGTGTGTGGTTCTGTACGGGGTCTGCAGGAATAAGGGCTGCAAAAGACA 
TCTCAGCAGCTGCTTTGCAGGCAGGCAGGATGCACTGATTCTTAGGGAGG 
GAGAGGTTATCTGTGCGGGGATGCAGAGTTTGGGCTGACCTGGAAGATCA 
GCCCTGTGCAAAATGTGGGTGAGCAGCAGAAAAAAAAAAAAAAAACATTC FIGURE 10 

CAAAGGAGTGATTTCCCAGCAGGGAAAGGAGGGGAAGCTGCTTCCTGGTG 

CTGGCAGCAAAACTGCTGTGTCCTCCATGGGAACTCTGCTGGTGGGCATC 

TCCCCTCACCCCTTCCTCATCTGCCCTGCAGCATCCACGTGGAAATCCCC SUITE 18 

CCTGAAAAAGCCCATTTTGTGACCATGCATCACATTTATTTTCGCATTCA 

GCATCAGACGGACACAGGCAATGGGTTGGGGGATGGGGGGGGGGTCTGAG 

GGTATATCTTTTTGCTGAGCCAGGTTTTGAGTCATGGGGGATAATTTCAT 

TCCAAGGGGAGGGGGGCATTTAACTGCAGGTGGTAACAATGAAAGGCAGT 

GGGAGTTGTTGTGATTGCATGGGGGAAAGCACTGGTTTTTTCCATAAATT 

GGGACTGATGTGGCTGTTGTTGCTTATTTTTATGGGGGAGGGTTGTGGGG 

TTTTTTTCCCCTATATTACATTGCATTTAATTTCAGTCCTCTCTCATTGT 

CTATCCCTGGCAATGCTAGGACTTCTCCTTGCTGTTTTCTGTTGGGCGAT 

CATTGCCACAGAGGGAGGAATTGCTTTTCATTTGGGTCACTGCAATGAGT 

TTTAGCACCCAGAAATATATCCTTATGGGTCTCTGCTTTTGGGGCACTGC 

TGATGGGTGGAAGTTTTGGTTTGCAGGTGAAGTGGAAGCCCCAAAATGGA 

GGAAGTGAGGGAATATCCCCATGTTTTGGGCACAGAATGGAGCAGGAGGG 

AAGGTAACAGCCGAGCCATGCCCTTAACACATCTGTTTATTGTTATTATT 

ATTGTTATTATTTTATTGATTACTTCTTTAACTTGAGAACAAAGGGGAGG 

GATGTGGGTGGGAAGAAAATGAGTCTCATTTCTTTTAGCACTTCCCTCAA 

GGGGAAAATTTGTGTTGGTTGTTGAGCAGCAGGTGGACTTCTTGCTGTGA 

GCAGCCACATTTTGGAAGAGTTCTGTTGTTATTAGCATTATTTATGCGAT 

TCTGTGATGTTTTTATTATAATTAATTGTAATGAATCCTCCCTGAGGCAC 

TGGATGGGGGAAAAAAAAACAACATTTTGGGGTCTACTGCTCACACCTGG 

GGTGCACTGTTGCCCATTGGAGGTCCCTTCTCCCATAGGTCCCAGCCGTG 

GGGCATGCGTTACCTTCCAGCTCACGATGGCAGCGGTGTTCACAGTGCTG 

CTCATCACTGCTGTTGCCTTTGCAGGTGAGTGCTGAGGGTTCCAAAGAGC 

AGAGAAAACCCTTTGGG 

FEUILLE DE REMPLACEMENT (REGLE 26) 



W099/27132 



PCT/FR98/02501 



56/110 

A52FOR.txt 



TTCTCCCACAGAATCCACCAAACCCACACATTTTCAGGTCCCGTCCAGCT 
CCCTGCTCTATGCTTACCTCTTCTGCCTTCTTCCGGAGCACAGCCAGCTG 
AGACTGCAGATTTTCACACTTCATTTTTGCTTGTGTCCAGTTCCCCTTTT 
CTGTGGAAAGCTCATAGCATCGGTCCCCTAAAAGCCTCCAGAACTGGGGA 
CAGAGCAGGCAGGCAGCAGGGGCTGGAGAGAAAGAGCCGTGAGCATCTTC 
AGGTGGGAGAAATCCCACCCAGGAGGATTTCCTTGGGAAGGGCATTACCT 
GCAGAGCTGTTCCATGTGGATTGGCAGAAGTACTGCTCAATGGAGGTATT 
CTCGCAGAGCTCTGTCCCATTCCTCCCGTTGGTCTCAGGGCAGTGCCGGG 
CAGCGCTTGGAGGTGGTGTTGTTTTCTGAAAGACTTTTGGGCACAACCTG 
GGGTGAGACGCGGCCCTATGGGGCCAACCCCGTGGAAACCACGCAGGGTT 
GGGGTTGGATCCTCGAGCTCTTTTGCAAAGCCTTTCTGGCTATGGTTGCA FIGURE 10 

CT C AGTT AATT AAACT GT CT AAAAC C AT ATTTT GT AT AT AATT AGAC AT G 

ATGTTTACTGCTTCTGTCCCCCCCTTGGTTTAAGAGCAGAGAGGCTCTTG 
CAGAAGGGAATTCCTCTCACTGAGTGCCACTTTGGAATTGTTGTGTGATC SUITE 19 
ACCCAAACTCCAGTGCAAAGCCCCAGCCCCACTTTGGGCAGAATGAATGT 
GTTTTCTGCTCAGAAGAGCTTCGATTTCCTGTGCA 



FEUILLE DE REMPLACEMENT (REGLE 26) 



WO 99/27132 



PCT/FR98/02501 



57/110 

H82FOR.txt 



CTGCGCTGGGGATCTTGTTTTCCCCTGGCAATGGGAACAGCTGTTGGGTG 

CCTTTTTTGGGAAAGATCTCTTTATCGGTGCATGAAGAATGAAGCGACTA 

ATGGGGAATGGAAGGAGTGGTGGCTGTTTGAGTAATTGACTGATAGGTTG 

ATGGAGGGATACTTGAATTAAGAGCTTTTGGCTCTTATCTCATTGCCTCT 

GTGCACCAGGTTTGGAGTGGGCCAGGCCCTGGCACGGTCAACTTGCTCAC 

TGTTGGC AAT AGGAAC ATTTTTT GAGC CT C AG AG AGATTTT GTTGGAGGA 

ATGGATGGATCATTCATGTCCTGGTTTGTCTGGGGGGGACCAATGTGATG 

GATTAATTTTTTTCAGTATAAAAATAGTTTGTCAGGTGAACTTCTGGTGA 

CTGAGTGGATGGTTGGATGGAGGGATGTGAGTTTCTGTGGAGGGATGGAT 

GGTTGGAAGGTTTGTTGGATGCACTGTTGAGTGCTGGTGGGATCTACATT 

TGGGGCAATGGATGGATGGACTCTGAGAATATAGACTATAGCTGAGTTGG 

CAATGACCAAGAAGGACCATTGCGTTTTGTTTCTGGCTTCATGTAGGATC 

ACCCAGGAATTAAACCCTATGTCATGGTTTTGTAACTTCGCTATTGGTAT 

T C C AC AT C AT AAC AT C ATGGAC AAAAGAGAAGAAT AGC AAAGTTAC AAAA 

CCATGACACCCTACTTCTGAAAGCAGTTTTGAAATGCTTGGGGAGCTGAA 

TGGTTGATGGTGTGGTGGAGTCGTGGGGGGGAGGTGTCCCTGTGGGGCAG 

TCCCTGGGAAGCTATAGCTATAAGTCACCCCAATGCCCCCTCTGTGTGGG 

AGTAGTGTGGGTGGGGGTCACTGGGATACCACAGTGGGGTGGAGCCCAGG 

GGAGTGTCTTTGAGGTCAGTGGGGGGTGAGCAGGGCTCTCTAGAGGCCTT 

TGGGGGGTCCAAAAGGAGTTGATGAGAGAGAGAGTGTGGGAGATCCATGG 

GGGGGCTGCAGGCCTCAGTGCCCTCCATCTCTTGCCAGGTGCCCCAGGAA 

CACTATGGGTGGGGACACTGTGGCCCCGCAGTGCTCACCTGCATTGGGCA 

CCTCCCCATGTCCCCCCTGAAGGCTACAACCTCATCTATGGACCCCCCGG 

TGGCCCCGTGAAGGTAATACCCCATAGCACTCCCTGAACTTCCCAGGGGA 

TCTCCCTGGGTATCTCCTGGGGTACCCCAACCCTCCTTGGGGACCCTGCT 

CC C AC C C T GG GGAAT C C AAAAGTC C T C C AC C ACC CAAGC AC CCT AAGAAC 

CCCACTGCACCCCACTATCCCTTGAGGTCCCCAATACTCCTTTTACAGCA FIGUR£ 10 

TTCCCATCCTCCTCCTTGGCCCCTTTATGCTCTCCAGAGACATTAAACAC 

CCCTGTAATGCCCCTTAGGGACCCCTGCAGCAGCCCAATAATCCTCCCAT 

GTCTACCTCCAGACACTGCAGCTGCCCCCTGAAGCAACATCCAAGGAGCT SUIT£ 2 Q 

GTGGGGCCTGGAGCCCAGTGGACGCTATAGGGTGCAGCTCTGGGGCCGGG 

GGCTGGAGCCCCTTGAGACCACCTTTGACACCCGTGAGCTGGGAAAGGGG 

GTCCTGTGGGGTGGGAAGGGGCACTTGGGTGGAGGACTCTGGGATACCCA 

AATACCTGGATGATTTGGGGTGCTGGGGACATATGGATGCTGGGTCCTGA 

AGTATGGAGGGGGGTACCAAGGAATCTGCATCCTTGGGTGGGGAGCTCTG 

GGGGTTCCCAAGTACCTGAATAATGGGTACCTAGTTAGGGGAATGCCTTG 

GGGTGGGGGGGGGGCGGACACAGCGGGATGCCCTCGTCCCTTGGTAGGTG 

AACAGGGACACCCAACTGGTTGGGGCCACCTACACTGCTCTGTCCTTCAG 

CACCCCTCCCCCACCCACATCCCCGGGACTGCGCTGAGGAGCAGCTCAAT 

GGACCGGGGCCTTCACGAGAGGTCCTCATCTTCCTCGGGGGCGACCGGCA 

GCGGCCACTGCACGTCTTCTGCGACATGGAGAGCAATGGGGGCGGCTGGC 

TGGTGGGGAAACGGGGCGGTGGGGAGGGTGTCTGGTGGGCTCTAGGGGGT 

GCTATGAGGAGTCTGGTGGGCAATGGGGGTCACAGGGTGGGGTGGCTGAC 

TC C AT G GT TG CC AT T AT AAGGGTT GG ATTGGC AAT AAG AG ACCT GT GG AG 

CAACTGGGGGCATTTGGGGTATCTGGGGAGGTTCTGTGGGGGTTGAGAAG 

CAATGGGGGGGGGGAGTGGGGGAGGCTGGAAGATTTAGGGGAGGTTAATG 

GGAAGGTCTTGTGGGGCAATTGGGGTAATTCTGGGAACTGCAGGGGGATC 

CCAGTGTTCCTGTGAGATTCACATACCCCCTATACTATCCATGGGGATCA 

CAGTAACCCTCTGGAACTATAAATGGGGGAGAACCCAGGGAGCAATGGGG 

GGCTGTGGTGGATCTGGGAGGGGCAATAGGGTGCCCTGGGGGGCAATATG 

AGGGTCTTAGGGTGCAATGTTGGGGGTCTAGGGGGAAGTAATGGGGGGTC 

TGGGGGCAGTGGTGGGGTCTAGAGGGG 
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GGAGGGAGCACTCACCCAGGTCTGAAGCTAGTTTATCTGCAATGAAACAA 
ATAAGAAATGCATGATGAGAAGGGTCAGAATATCATCCCATGGCTGATCC 
CATGGGAAGACCCCGAATCTCTTTGGTTTGCGGAGGAGGACTCACCCAAC 
TGTGCATTCCTTCTCTCTGCAAAGGGAAAGCAGAAACAGTGTGTGGTGAG 
AGGAGCAGCTCATCCCACACATCGCACAGGAAAACCCCCTTTTTTATTTA 
ATTTGGAGGGAGGACTCACCCAGTTCTGAAGCTAGTTTCT7TGCTAAAGA 
AACAGATAAGAAATGCATGATGAGAAGGATCAAATTATCATCCCATAGGA 
ATACCCCAGATCTCTTTGGTTAGCGGAGGAAGACTCACCGAACTCTGTGT 
TTCTT CT CTCT AC AAAAGAAAGGC AGAAACAATGCAT GAAGACAGGAGC A 
TCTCGTCCCACAGCTCCCAAAGGAAAACCCCTTTTTTGTTTAATTTTAAA 
GGCAGCACTCACCCAGATTTTCAACTAGTGTCTCTGCAAAAGAATCAAAT 
AAGAAATGCGTGATGAGAAGGGTCAGAATATCATCCCATGGCTGATCCCA 
TGGGAAGACCTTGAATCTCTTTGGTTTGCGGAGGACTCACCCAACTTTGC 
ATCCCTTCTCTCTGCAAAGGAAAAGCAGAAGCAGTGCGTGATGAACTGAA 
CAGCTCATCCCACAGCTCACACAGGCATCCCTCATTTTGTATTTTGTTTG 
GGAGGGAGGACTTACCCAGTTCTGCAGCTAGTGTCCCTGATAAAGAATCA FIGURE 1Q 

AATAAGAAACGCATGACGAGAAGGCTCAGGTTATCATCCCATGGCTGATC 

CCATGGGAAGTCCCCAAATCTCTTTGGTTTGAGGAGGGAGACTCACCCAA SUITE 2i 

CTTTGCATCCATTCCCTCTGCAAAGGAAAAGCAGAAACAATGCATTATGA 

GATGAATGACTAATTGCACAGCTCCCAAAACATTAAAAAAAAAAAAATAG 

TGGGAAGGGAAACTCATCCACTATCGCAGGTAGTTCTGCTGGAAAAGAAA 

GAGCAGAGCAGTGCATGGTCAGAGAGGACAGCTGCTCATCCCACAGCTGA 

TGCCATGGGGAGACCCTGAATTCCCTCACTTTGGGGAAGGAGACTTACCC 

AACTCTGCATCTTTTCCCTCTGCAAAATAGAAGCAAAGGAAATGCATGGT 

CAGAGGGAACACCTTCTCATCCCATGGTTGCTCCCATGCCAATACCCCCA 

AATCTTTGTTCTGGTAAG 
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CAGTGACAGTGCAGGTGGAGGGACACGGCGAAGGGACGCTGACGGTGGGT 

GGCTGCATGGACATTGGTGTCATCTCCAAGACCGATGTCCCCTCACAACC 

TCCCCTCATGGTGTCCCCTCATGCTGCCACGGTGTCCCCTGCTGTCCCAT 

CATGGTGTCACGCTGTCCCCAGGTGCTCCGCCAGTTCCGCCTGCTGTCAC 

CTCCGAACGCCACGTGCCAGGCGCTGCACCTGGAGGTGGCCATCACCGGC 

CCCATCCTGTACCATGGTGAGGCCCCACCCAAAGGCCCCGCCCCCTTTTC 

CTCGCGGGGGGCGTGCCCTCAACCCTGTTTTGCATATCCCAACCCCCAGC 

AGATGAGGACTACGAGGACTACGAGGACTACGAGGAGGCGGAGCCTAAGG 

AGGGGGAGGAGCCTACGGAAGGGGCAGTGCCCGTGGAAGGGGCGGGGCCA 

GCAGATGACCCCGCCCCCCTCAGCCCCGTGTCCTTATGGGATGCCCGTAA 

GCGGCAACGCCGCAGCACACATAACCCTGCCCACGAGGTGGCCTTCCTGG 

TCTGCTTCCGGTGAGGGGCGGAACTTCCTGTCCCTGGGGGCGGGTCTTCC FIGURE 10 

TGCTGATGGGCGTGGCCTGTTGTAGGCGGAGCCCAGGGGTGGCACTGACT 

GGGATGGCGGTGGTGGAGATCACTCTGCTCAGTGGCTTCTCACCCCATAG 

AGCTGACCTGGACAAGGTAGGGGCCCAGGGGGACTTGTGGGACATGTTGG 
GGGGTTGAGGGGAGTTATGGGGTGTGGGGTTTGGGGGTGTTGGAGTTGTT SUITE 22 
GAGGTGGCAGAATGTTTGGGTTGGAGTCATGGGATATGGGG 
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CCACTCTTGGGTGAGCTGACAGCGTCCCACGTCAGCCCCGACTCCGTCCA 

GCTGGAATGGAGCGTCCCCGAGGGCTCCTTTGACTCCTTCACGGTGCAGT 

ACAAGGATGCACAAGGCCAGCCACAGGTGGTGCCCGTGGACGGTGGGTTG 

CGCACAGTGACCGTGCCCGGGCTGTCGCCGTCCCGCCGCTACAAGTTCAA 

CCTGTATGGGGTGTGGGGGCGGAAGCGTCTGGGCCCCATGTCCACTGATG 

CTGTCACAGGTGAGCATGCTGTGTTCTGCCTCCATGTTCTTTTGCTTTCA 

GTGTAGTTGTCATGTGGCAGGAACCTTTCAGGGCCACTTTTGGTTAATGT 

TGCCTTAATAGTCAAGGAAACAATTTGTTCTTGTTGAGTGGGAATGCCTA 

ACGGGATGGGAGTTTGGATGATGAGAGGACAAATCTTATAAGGGATGATT 

GATAATTATTGCGGAACGGATGGAAGGAAGGTTGGATGGATGGAATGGTG 

TTTGGATAAATTTGTGCTCAGAGCACAGCTGGAGTGTTGGATGAATGTTG 

CTTTGCTTGTTGAATAGATGGATGTTTGGTTGTGTGGTTGCTTCCACTGA 

GAATTCCTCCCTCTGTGCTGCAGCAGCAGCTCCAGCACAAGAGGAGCCAC 

CTTCCCCACCACGTCTGGGTGAGCTGACAGCGTCCCATGTCGGCCCCGAC 

TCCGTCCAGCTGGAATGGAGCGTCCCCGAGGGCTCCTTTGACTCCTTCAC 

GGTGCAGTACAAGGATGCACAAGGCCAGCCACAGGTGGTGCCCGTGGACG 

GTGGGTTGCGCACAGTGACCGTGCCCGGGCTGTCGCCGTCCCGCCGCTAC 

AAGTTCAACCTGTATGGGGTGTGGGGGCGGAAGCGTCTGGGCCCCATGTC 

CACTGATGCTGTGACAGGTGAGGGCAGGAATTGGCACCTGGTGGGCTCTG FIGURE 10 

GGTTTGCAGCAGGTAGAAATGTAAACGTGGCCTGCGCTGGGGATCTTGTT 

TTCCCCTGGCAATGGGAACAGCTGTTGGGTGCCTTTTTTGGGAAGGATCC 

CTTAATCGCAGCATGAAGTATGAATGGACCAATTGGGTGTGGGTGGAGTG 

ATGGCTGTTGAGATGAGTTGGTGGCTGCTTGAGTAATTGTCTGTTGGAAT SUITE 23 

GGATGGACAGATATGTGAAGGAGTGAAAGGATGGATAAAGTAATTTAGGA 

ATCGGTGGATGAAGAATGGGTAGGTAGACCCTTGGTGAAGTGGTAGAATG 

GAAGGATTTATGAACAGATATGAGTTAATTCTTGCATCGAAGTAGGTGTA 

AGTGTCTATTAGCCTGTTGCACTGAACATGCAGTTGCATAGACAAATGAG 

TGGGGAGAAGTACGGAGTAAATCCCTGCATGAATGGTAGGACAGAAACCT 

GAATGCCTGGATGCTGGCAGTGTGAAGAATGGCACTTGGGATAGATGGTT 

CGAGTATGGGGTAGATTAAAAGATGGATGGAAAAGAGGAACAGAGAGAGG 

GTGATTGGATGAATGGATGGATGGTTGGATGTGACTGATTGACAGGTACC 

AAGCTTTTTTCCTGCACTGTGCCTTCTGTGCTGCAGCTGCAGAAGAGACG 

GAGGAGGAACCACCGTCCCAGCCACGCCTAGGAGAGCTGACGGCATCCCA 

TGTCAGCCCCAACTCCGTCCAGCTGGAATGGAGCATCCCTGAGGGCTCCT 

TTGACTCCTTCACGGTGCAGTACATAGACGTGCAAGGCCAGCCGCAGGAG 

CTGCACTTGGATAGTGGGTCGCGCACAGTGACCGTGTCTGGTTTGCTGCC 

ATCC 
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rrCGTCCCGCCGCTACAAGTTCAACCTGTATGGGGTGTGGGGGCGGAAGC 
GTCTGGGCCCCATGTCCACTGATGCTGTCACAGGTGAGCATGCTGTGTTC 
TGCCTCCATGTTCTTTTGCTTTCAGTGTAGTTGTCATGTGGCAGGAACCT 

SgSttttggttaatgttgccttaatagtcaagg^ 

GTTCTTGTTGAGTGGGAATGCCTAACGGGATGGGAGTTTGGATGATGAGA 

ggacaaatcttataagggatgattgataattattgcggaacggatggaag 

GAAGGTTGGATGGATGGAATGGTGTTTGGATAAATTTGTGCTCAGAGCAC 

agctggagtgttggatgaatgttgctttgcttgttgaatagatggatgtt 

TGGTTGTATGGTTGCTTCCACTGAGAATTCCTCCCTCTGTGCTGCAGCAG 
CAGCTCCAGCACAAGAGGAGCCACCTTCCCCACCACGTCTGGGTG^ FIGURE 10 

ACAGCGTCCCATGTCGGCCCCGACTCCGTCCAGCTGGAATGGAGCGTCCC 

CGAGGGCTCCTTTGACTCCTTCACGGTGCAGTACAAGGATGCACAAGGCC SUITE 2 4 
AGCCACAGGTGGTGCCCGTGGACGGTGGGTTGCGCACAGTGACCGTGCCC 

gggSgtEgcStcccgccgctacaagttcaacct 

GCGGAAGCGTCTGGGCCCCATGTCCACTGATGCTGTCACAGGTGAGGGCA 

ggaattggcacctgttgggctctgggtttgcagcaggtagaaatgtaaac 

GTGGCCTGCGCTGGGGATCTTGTTTTCCCCTGGCAATGGGAACAGCTGTT 
GGGTGCCTTTTTTGGGAAGGATCCCTTAATCGCAGCATGAAGTATGAATG 
GACCAATTGGGTGTGGGTGGAGTGATGGCTGTTGAGATGAGTTGGT 
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CTGTGTCCCCAACCTGCTTGGTGTTCCCGCAGGACACGCTGGTGGCCCTG 
GAGGCGCTGGCCCAGATGTGGCTGCACTGGGGCCGTGGGAACACAATGGG 
GCTGAACCTGGGGCTCTCCTGGCCGGGGGGTGCCCGGGGGAGGGCTGGTG 
GCACTCAGGTTATGCTGAAGCCGGGGCTGGAGCCGCTGGAGCAGGAGCTG 
CAGGTGGGGACATGGCGGGATGTGGGGACACGAGGGATGTGAGGACACTG 
GGGAC AT GT CTGGACTTGGT AGGAT GT AACAT GAAGACACTGGGGACATG 
GT AGG AC AT GGGGGAC AT G AG AAC AC GGGATGTGGGGG AC AT GGTAGG AC 
ATGATGGACACAGGGCTTTGGGGTCCTTGGGTCCTCGCTCTGTCCCCATG 
TCCCCAGGTGCCTCTGGGCAGCCCAGTGACAGTGCAGGTGGAGGGACACG 
GCGAAGGGACGCTGACGGTGGGTGGCTGCATGGACATTGGTGTCATCTCC 
AAGACCGATGTCCCCTCACAACCTCCCCTCATGGTGTCCCCTCATGCTGC 
CACGGTGTCCCCTGCTGTCCCATCATGGTGTCACGCTGTCCCCAGGTGCT 
CCGCCAGTTCCGCCTGCTGTCACCTCCGAACGCCACGTGCCAGGCGCTGC 
ACCTGGAGGTGGCCATCACCGGCCCCATCCTGTACCATGGTGAGGCCCCG 
CCCCCTTTTCCTCGCGGGGGGCGTGCCCTCAACCCTGTTTTGCATATCCC FIGURE 10 

AACCCCCAGCAGATGAGGACTACGAGGACTACGAGGACTACGAGGAGGCG 

GAGCCTAAGGAGGGGGAGGAGCCTACGGAAGGGGCAGTGCCCGTGGAAGG 
GGCGGGGCCAGCAGATGACCCCGCCCCCCTCAGCCCCGTGTCCTTATGGG aUITE 
ATGCCCGTAAGCGGCAACGCCGCAGCACACATAACCCTGCCCACGAGGTG 
GCCTTCCTGGTCTGCTTCCGGTGAGGGGCGGAACTTCCTGTCCCTGGGGG 
CGGGTCTTCCTGCTGATGGGCGTGGCTTATTGCTGAGGGGCG 
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TTGGAGCACCTGGCAGAGAAGCTGAAGCTTTTGGAGCTGGATGGAGACAG 

agggSagaaggIgaaactctgctcgtggcgcaagaggacattcccctcca 

ATGGACCACGGGATGATGGAGGTCCCACTGGAGCCCCCATAAAGGAGTCA 

GTGC^GGAGGATGTGGTCAGCCCTGTGTTATTCCCTAAAGCCCTGTTT 

TCCTTCATGTCCATGCTGAAAACTTCTTCTCTGCGAAGTCCAACACATTG 

CATCTCTTCCCTTCTTTCTCCCATCACAATATCCTCCCCAAACCCCTTTT 

TCTTCCTCCAGGAGCAGATTCACAGCGATCTGGAGAACCTCAAGAAACAA 

AAGGAGGAGCTCTTAGAACTCAAAAGGAGTGGGGAGAGGCGATGCCAA 

CCTTCTGGTAAGAAGCTGTTGCCTTCAAGCTGGAAAAACAGAGGTCTTTT FIGURE 1U 

TGGGGTCCACGTTGTTGATTTTCCACAACCTACAGACACGGACGGAGGCT 

GAGAGGCAGAAAATTGTGTCAGAATTCCGTCAGCTCCGCCGTTTTCTGAA surrE 2 6 
GGAGAAGGAGATGGTGCTCGTGGCACGGCTGGGGGAGCTGGACAGGGCTG 

TGCTGAGGAGGCAGGAGGAGGAGGAG 
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AGCCCAGCACTCTGCAGTCTTCTATCAGTTCCAATAGAGGAATTTTGGTG 
GTAGAAGGGGCTGGAAGGACTCACTCTGCTTTGTGGTCTCAGCTGCTGGA 
AAACAAAGCAGAGAAATAGCTGGTCAGCAGGGCAGCTTGGTTTCTGGGGA 
CGTCTCCAGAGGGTCTGGACCTTTCCACCTGCCCCACGGTCCACCCACAT 
TCCTATCTTTCCGCCCACACCCCTTTTTCCCTTTCCTTCATTCCCAATCA 
AAC G GC AAAT GTT ATTT AAT G AC C ACT GT CAAT C C CCAGAAAAATCTC C C 
TTTCTCCTGCATACCTCCACGGACCTGAGCTCAGCACCACCCCGACCATC 
CCTATCCCTGCTCAACACCTCCCTGTGATCCATCCCCTCCATGCTCAACT 
CACCTTTCTTCCTATAGAGAAAAACAGTGATGACAAATGACCCAACCAGA 
ATTGTGACGATCACAGCCAGAGCCACCTTCCAGGGATGGGTGATCTGGGA 
AAAGGGGTCTGGAAAAAACATCAGGACAAGGGTTCCTTTTCCATTCCCAT 
AAGTGGAAAAGCAAGACTCAGCCTTGGGACATCACAGAACCCAAAGGGGC 
AGCAACCAGGGAGCAGTGATGCACAATGACGGCATCCCCATATTGGCACA FIGURE 10 

GGTGGAGGAGCTGCTCAGCATCGTGTGCCCACTGCCACTGAGCCATGGAG 

AAACCCATCCCAGAAATCCAACCCAACCACCTCATCCATGCAGACTTATC 

C AC AAATT GC ACT GT G C AC CT GCT C C AAC AC C AGC AT CT CAT G G AAC AAT SUITE 27 

TTAGCTCCGACCTCTTCCAAAGGCTGCTGTCCTTCAGCTTTCCATCCATG 

GATGTGAGGATGAGGATGGACAGAGGTCGGGGTGGGACACACAAACCCAG 

CAACACCTGGAGGCGTCACCCCAGCCACTGACCTGACACCTCCAGGTCCA 

CCACAGCGTCTGCA 
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CCCAGCAAGGCCAAGCGCCGCCATAACGTCAGTGCCGGTGAGACTGTCTG 
ATGCGGTTGCGCGAGGAGAGTCACTGAACATCGGTGATTTAGGCGCAAAG 
TATTTAGCGATTGATTCGAGGTTCATTATGCGGCTTCCTTCTGTGGCTGG 
TGGGTTTTGGTCTGGCTGTGCTTTACTATTGGCGGCATGCTGGCGCGCTT 
AACGCTTTCGGCCTGGTATCGGGTTATCTCGTCTCTGGTCATGATGGCCT 
CCGATTCCAGGCGCGAATTGCATCGCGCTTTGTTGGATAGGTGTCAGTTA 
TCGGCTTAATCAAGCATTGCTTTGTTGAACAACCGGCGTAGACACCATCA 
CCATCAGAAAAAAGTTCTGCGCCGCCGCCACAGAACGGACACTCAAGCAG 
AAAAGCCCAATGAGGTAGCTTGAGATCGAATATCATTGGTTTCATGCTGC 
CTCCCGCTGTTTCAGTGCTTTGAGCTTGTCGCGGTACTCATCCCGGATCC 
GGATGAAGTCTTCACGGCGGTAGTTGGTCATTTCGTGGGGACCATTGAGC 
CAGTTGACGTATCCCTGACCGTAACGAGCGACCAACCCAGCTTCGTATTG 
CTGCGCCACGGTCGCCTCTTTGGCGGTGTACTTGCCAGCTCCGGCATTAC FIGURE 10 

AGGATTTGCACTGCTTATGGGCGTTGCGTTCTTCAAAGCGCAGTTCAGGG 

TAAGCACCTACTGTCTTGAAATGGCCGCAATCCCACTGGCCACCATGCAG 

ATCAGGCGGATTGGTCTCGCCGCAGCTGATGCATGGCAAATCGGCGTCGC SUITE 28 

GCGCACGGATAAAGGCGTTGAAAGCTTTCTGAGCCTGAGCCTTGTAGTAT 

CCGTCTGGCCTGAGCTCTGCCAGCCGCTCCTTGCGGCGTTTGCGCCCGTC 

CTTTTCAGCCTCTTTTTGCTCCTTGATGCGCTTAGCCGCGGCTTTCACCT 

TCTCCTTCTTGCGTTCTTCCATTGCGAGGATTGCGCCATGCTCCGGGG 
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CCCTATGGGGCCAACCCCGTGGAAACCACGCAGGGTTGGGGTTGGATCCT 

CGAGCTCTTTTGCAAAGCCTTTCTGGCTATGGTTGCACTCAGTTAATTAA 

ACTGTCTAAAACCATATTTTGTATATAATTAGACATGATGTTTACTGCTT 

CTGTCCCCCCCTTGGTTTAAGAGCAGAGAGGCTCTTGCAGAAGGGAATTC 

CTCTCACTGAGTGCCACTTTGGAATTGTTGTGTGATCACCCAAACTCCAG 

TGCAAAGCCCCAGCCCCACTTTGGGCAGAATGAATGTGTTTTCTGCTCAG 

AAGAGCTTCGATTTCCTGTGCAGCAATGTGGTTGGGATCTGATCACTCAC 

CGCACACGCTGAGCCCTGTCACCAGCAGCAGCAGCAGCAGCAGCAGCACC 

CCCAGCATGCAGGCTTTCTGGAAGTCCCACGGAACTGGAAGAGCCCACAC 

TT AT AT AAAAC AGAC AT T TT GAAAAAACTT TT CCTTT T AC AGAAAT GATC 

TCCCTGTGAAAGAGCCCCTCCACCAACCTGCTACGTTAGAGCAGAAGTTG 

ATGGCTGCTTTGGTTCCTTGAGAATTTGGGGTCCCCGGACCCTTCCCATT 

GGTTCCCATGCTGTGTATGAGCAGAAGTTGATGCCTGTTTGTTTTCCTCC 

AGTTCCGGGGTCCCCTGGACCCTTCCCAGTGGCTCCCAGTGGTTCCCAGC FIGl m E lt 

TGGGAAGGAGGTGGCACAGAGGGGTGACAGCAGCAGGGAGCATGGGATGG 

GCTCCCGCTGGAGGTCAGATGGACACAGGGACATCACCTCCACGCGTGGT 

TCTGGAGGTGGTGGAGGCCCTGCAGGCTCCATAGAGCATGGGGTGGAAGC SUITE 29 

TGAGCAGCCCCCAGGCTTTGTGAGCCGAGCCCAGTGTGGGGCAGCCGGTG 

GCTGGGAGGGCGGGGATGTCTGCAGCCCTCATGCCACGTGGATGCAGGGT 

GCGTTTGCCACCATTTCATTCCATTCTCTCACATTGGGCTTCCCGATCTG 

GGCTGATTTTTGCTCAAAACCACCACACCTCTGGCCATTCCCAGGCTTCC 

TTCTCCCCCACCCCTTCCTTTACTCCCCCATACAAGCCAGGGTGGACCCA 

GAACCCAACCAGCATTGCTGGTGTTTCTCA 
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CCGGCATCACCGGCGCCACAGGTGCGGTTGCTGGCGCCTATATCGCCGAC 

ATCACCGATGGGGAAGATCGGGCTCGCCACTTCGGGCTCATGAGCGCTTG 

TTTCGGCGTGGGTATGGTGGCAGGCCCCGTGGCCGGGGGACTGTTGGGCG 

CCATCTCCTTGCATGCACCATTCCTTGCGGCGGCGGTGCTCAACGGCCTC 

AACCTACTACTGGGCTGCTTCCTAATGCAGGAGTCGCATAAGGGCATCGG 

TCGACGGGATCACGTTGTGTCCCTGAAGCTCTCCTGTACCCAAACACAAA 

GGTGATGTCCCCAGCATCCCTATCCCAGCACTCTGGGGGACTCCTATTGA 

ATTCCTCCTTGGGCTTGCTGCCTTCTCTTCCCGTTCCCAGAGATCCCAAA 

AG GT T AAGC ACCTTTGG GT C AGT GT T C AGAATT GT C ACT GCC AGTTTT GG 

GGTATCAGTGGCAAATTGAGACCCTTTTACCCAATCTTGCACCACTCTGG 

TTCCCCAGTCTTATGGTTTTAGATGGAGTAAAAAGGTTTATATGTCATAA 

AGTTCTTCTGTGTCTGGTTATTCGCTGCTTCTGGATGCCAGGATCATGGG 

GATAAGGGGAAAACAATGGGTTCTCTTATGCGTAGAGATGCAATCAGATG 

GG GAGAAAAAGAAAT CTT AAT CTT T CT G AT CC AT CT GAC AG AT ATTC AGT 

ACAGCCCTGAGGATGTGGGAAATAAATCTGAAGAGTTTGTTGGCAGTTCC 

AAGGATTTGGAATGACTAAATCCCATTCCTGGTGTCTGCACAAAGTTGGC 

T GT GT T G GAAC CC AG AAAG AT C C AT GC AAGT G GGT CAT C C CTG AAAGCAT 

TGTGTTCTGCTGTCTGCTAGCGGAGAGAAAGACACAGAGGGGAAAATTAA 

GTGTTTT ATTGTT AATT ATT GT ACACT CTGAGGTTT C AAATACC AAAT CT 

TTAACGAGAGCGGACCACTTGATTTGAGGGTGACCATCTCAGATGGGGAC 

AACTGTACCTGATCAGGCAAACCTGGGGGAAATTTGCCTTTCTGCCACTC 

TTTTGGGTGGGATTTTCCCTTTTGACCACCATTTTCTACATTCTAATCAC 

CCATTGCAGCACTTCTCCCCCTTTTTTTTGCCCCATTTTTCTCCTGCTCA 

G C ACT T C TTAACAAT AT AAT AT AAATCAAT AT CAT AT C AAT ATGATT CT A 

T G C C AAT AG ATT AAT G G GG AT G AAAG AC AC AT AAAAACC C AAGT CCTC AT 

TTCATCTGCTTCCCATGGGATGGGTGGGGAGGTGGCTGTCCCCTGAGGCT 

GTAGGATGTGGGGTCACCCTTGTCTGTGTCTCAGGGACACAGCCTCAGCT 

TGGACCTGACCCCTACCACCCACAGCCACGGACGGACCCTCTCCCCAGAG 

AAGG AT GC AT GGGAAAAAAC AAAG AT GAG C C CC CCTT CAT C AGCAT C AAA - 

AAATGCCACCGTCCCTCCAGCGTAGTCCAAGTGGACGCTGACCCTCCTGG 

GCACCCAGCGCAGAGCTAACAGGGTCACCTTGTGGGTGGTGAGTGCCCGG 

ACCTGTCCCCCCCATTTCTCCACCCCCCAAATCCCCCCTTTGGGACAGAG SUITE 30 
GCTGAGTTGACCCTTCCGAGGGATGGATTCTCGGGCCACACCGATGGCCC 
AGTCCCCTTCATCCCCCACTTCCACCTCCCAGCAGTGCCGGCCGGCAGAG 
AAGCTTTGGTGGCCCAAAACAAAGGGCCAGTAGGCGAATCTTTCGGGGTT 
ATCAGGAAGGTCCTGTTGTCCTTCCCCACGTTTCACACTCTTTCGGTCTT 
CGGAGAGGATGAGGTCAGGGTGAGCGGTGTCGGGGTCCAGGGTGATGCTG 
GCTGTGGGGTGGAGAGGATGAGGAGTGTAAGGTTTGGGTCCTCGGTGCTG 
AGGCCATGAGGATGCGGAGAGCTTGGATCTCCAGCACTAAAGGAGTTGGA 
TGTGCTCTAGATGGCCCCACCTGAGTAGGGTTGTAGGGTGGGACCGTCCC 
TTCCAACCTCAGCCATTCTGTGGGGCCATGGGTTGGCATCGGAAGGGTAA 
AAAGTACCAAAGAAGAAAGTAAAAAGGTGAGAGGTGGAAACCCCTCTCAT 
GTGCCCGTGCTATATGACAATAAAAGTGTTTTGAGCCCCCAGAATGCCCA 
GAAATAAAGGCGTTTCTGCAGACCTTCTGTTCCATTGGTCAAAAGAAATG 
GT GAG GG G AAT AAAAAT GG AAGGAAGG AGAT C T AT GG G AT ATT AC CTGC A 
AAGTCTGCAGTGCTTCATCTCCTAGACCAACCCGGACCAGTTCAGCCAAC 
CCCATGGTTTAAAAAACAGAGCTGAAATCTGAAGGCAGGGATAATGAATG 
AGTTCAACCCGCTCACCATATTTGTTTATGGGAAATGGATATTTATCAAG 
GCGAGGGATCTGCCCTGGGGCCATCATCCCAAATTACAGCCAGACTCGGC 
CTGCAGGGTGAAGAAAACTTGTTTGGCTGCCCTGATTTTTGTGTATTCCT 
CCCTCGGCATCTATTTTTGTCCATTTGGGTACAGCCTATGGGTCCAGGCG - 
CGCCTCCATCTAACAGGTAATGCGGCTTTAGGTTCTCATGCTCAGCAAAA 
GGCACTTTTAGGAAAGGTGAAGCTGGAGGGGTGCAGAGCCGGAGAGCAGC 
CCGTCCTTCACCCCTGAGCACTTCTCAGGAATTACAGCAAAACGTGTAAT 
TAAGAGTGGCAAACGGGGTATCGAGTCCTTCGGGTCTCAATTATTTTCCT 
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GAGTGGGAATAACCCGTTGCTCTTCCATCTCTCTGCATTATTCTGCTGCA 
GAACGAGTGATGGGCTGCTGGTTTTCACCAAAATACCACCATTTCCCACC 
CGAAACCCTTCTGAGTACCTTGAAGCCTCTTCAGGGTTTCCTTCAGAGCA 
CCGTTCCTCCATGAGGAATGGCACAGCCTCTCCTCCGGCCCTGGAGAAGC 
GCCCGCTGGCAGCTGGAAGGTCACTTTTCCACACCTGGAGGGGAAATAAA 
TGCATTTTCAGGTGGTTGTATCACAGAGCATGCCATCACTTCAGGACAGC 
AGAGGCCAGCACACGGCGGCCATCCCCAAAATACCCTTCAGGGCTCGCAG 
TTCCCCTGGAGCAGAAGAGCATTCATTGATGAGCTTTCTCCTCCATGGTC 
ACTGCCTGATGCAAAGCTCACAGAACAGCTTTTCAGAGAGGCCACATACC 
TGGTGATGGGGCTTTTCACATCCTGGGGACAGAAGAGAGGAGGGGGAGAG 
GAAACTCAGGTCAGTGCATGACCCATTTTGTCTTTAAAGTATGGAAAATT 
GAGCTGTTTGAGTGGGGGTGGACCTCTTGGGTCTTCCAACATGTGCCCAA 
TTTTGACTTTAAGTCATAGAAAAAGTGAATTGTTTGACTGGGGATGGATC 
TGTTGGGTCTTTCAACACATGGTCCATTTTGTCTTTAAATCATAGAAATA 
AAGAATTGTTTGACCAGAGATGGACCTCTGGGGTCTTCCTCCACGAGGAA 
GGTGAACCAACTGAGGAGCATCCATGCACGGCAATGAATCCTGCAGATCC 
ACCCCACTGCTGCTCTCCCAACCCAGCCGTGGATTTCCCCTCTTAAAACA 
GACCCCATGAGGACCTTCTGCAGTAAGGTGAAAATACTGGGAATACTGAG 
ATGAGGATAAAACGGTGGGGGGAAAGAGGAGGCTGCAAACCTCCATCTCC 
TCATTGTGGTGGGGGTTTCAGGCTGATGGAACGGCATAAAATGGGAGGAA 
AACACCCAATTAAGGCACCATGCAATTGGTCGGGGTGGGGAGGACATCCC 
TAAAGGACTTTTCCCCTTGAAAAAGCTTCCCTGGAGGAATTCACTCACCG 
ACTGCTGGCTCTTCTCTCCCTGTGCTTTCGTATCCAGCGGGGAAATCTCC 
TCCGAGTGCTTGGCGGTGCTTTTCTGCCTCTTCTCAATCTCATTTTTCAG 
GTCTTCCAGCTGCCAGAGCAAGAAGGGCTCTGTGTTTTCCTGCCTGGAAT 
CTGAGCCCTCCCTACTGGGGCTCAGCTTTCCTTCTGATGCAGAAAGTGGA 
AAATAAAGAGCAGTGGGACTGGAAATACCAGGGGGGACTCATGAGTGGCA 
TCCCCCACTGGAGGAGCTCAATGGTGAGCTGGAATCCTTGCTAAGTTTTA 
TCGAATGTGGGGGACAGGAGGAAGAAATCAAACTCAAAAAGTCATGAACA 
GGTGGCTGTGAATTCGGGGCAGAAAGCTGAGGGCCCTAAAAGCACAGGAG 
GCAAAAAGGATGGAGAGAAACGACCCTACTGATGACACATCGCTGCCCAG 
CAGCTGACACCTACCAGATCCTCCAGGTTTGGGCACTCCAGGGCGCTCTT 
CTTCCTCGGAGACTTTCTCTCTCCTCCTTTGGAAACCCCTGATATCCCTC 
TGAGTTTCTTCCCCAGTGAACCCACAGAACCTGTTGTTTTCAGCCCTTTG 
ATGGGGTTGGGGTTTTCCCTTCCTGTTCCTTCCCAGTCTGGGGTAGAGCT 
ATGGGATGGCTGCGTTGAGCCTGCAGGTCTGCTCCTGGTGGCACCCTTGG 
CAGGGCGTGCTGGGAGCTCTGGGTTTGTCCTTTGTCTTTCTCCCAGTTCC 
TTGTCCCGGGGAGATGCTGAACAATGTCACTTTGCAGATTTTGTCAGCTT 
CCTTTTAGGATCGAGCCATCGGGAGTGGGGTTAGGGGGTGTATATGGGGA 
AACCATAAGGAAATAGGGAAGGAGATGCACAGCCGGATCCTTGTGGGGAT 
GTGGAGGAGCACAAGTGAGGATCTTTGGGATTTGAGTGCTCTCTCAGCCC 
AGCACTAACACAGAGCACTCACAGCCCTGGCTCTGAGCTCTCGAGGAAAC 
ATTTCCAACCATTTCTGCCCCACTGTCCTTGTGTTGAGCCCCATGGCCAA 
ATACACATGCCTAGAAAATAAAGCCATGCATTACATATGTATTTAATTTT 
TGCGTGGCAACCACTGAGACCCAACTGGAGGAGATAACTGCCATTCACTT 
GGGCAGGTTTGCAGGGGTGAACTGCACTTCCAGCAAACCCTCCCTGTTGG 
GAAGAGCCACAGGGATGGATGGCACTCTGGGAGCTGAAGAACTGGAAGCA 
AACTCCCTGCAACCGCTCCCCTGGGGCACAGAGCCTTTCATCCCAAAATA 
AGGCGTCCATCATTGAGCAAATGAGTCACACCGTTGGGCAAACGACTTGC 
ATTGCATCCCGAAAAGCATTAATTGCAGAGCCTGGAAAACTAGCTGGGCT 
GGAAACATCTGCATTGCAGATCTATGGAGCAGAATAGACCCTGAACAGAT 
CCTTCACCCAAATTCCCCAGCAGGTGGGACCAAATGGCAGCGATGCGTGG 
GGCTGAGGAAAGATACCAACACATCAAAGAGCAATATTGAAATTTCAGCT 
GTAGGTTTGACCTTTGGAGGTGGTGAGGTGGGGCT TTGT CATGGGATACC 
CACTCATATCq^fLX<E^B^(W»5«^eraTeREBEB<ZBJCCTCCC 
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ACCCTCTTTTAGTTCCTCTTCTTGGTTCTACAATCACCAACCTGTGTGTA 
TTTTGGTGCTGCCTGTTCCTCTTTTGGGCTTTCTCAGAAGAAAATGGGTT 
TTTGAGGGAATCCATTCAGGTGAGTCCTCACCCCAAGCAGCTCTTCTTCA 

CTTT GTTGGCCC AAAG CT G ACC C AG AG C CAT AC ACC C AAAG C AAACCCAG 
AGCCGTACACCCATAATGAGGCAGGAAGTGGAGTGTGCAGAGCACATCTT 
TTAATTAAAATTAACTATCAGAAACGTAGGCAGAGACCAGCTCCCCACAC 
CAGGCGTTGCTATTTGCAGTGAAAGGCCGCATACCTTTGCAGGACACCCC 
AGATCTGCCCCACGATTGATGTCAAATAGATGCATAAATTTCCTTCCAAG 
TCTTCAGTGCTCTCTGGTGGTTTCCCCACCCTGCAGAGGGACCGCCCCGG 
GGCTCCCAATGGGGACAGACACAGGGCAGAGCAGCGGGTCCCCTTGGCAC 
ATTGCTCCAAGCAACCACA.GCACACATCCCATCAGATGCCCCTTTCATAA 
AGGACATCTCAAGGACAGATCTTTAGGGGAGATCTAAACCCAACCCAATC 

TTTGGGTGATCTCTTGCAAGCGAGCCCCCAGCCCTATCTTGAACAAGGGG 
AGGACCTTCTCCCCATTGAACAAAGCCCTGGTGTACACCAAGATGGGGGT 
GTCATCATCCGAGCTGAAGAATGCCACCCGACCCCCTTCGTAGTCCAGGG 
AGACCCGAATCCTCCTGGGAAGTGCATTCAGACGTAGGTTGGCACGGGGA 
GACGTGAGGGAGTGGTAGGCCTCCAGCGCCCAGACACCCTCTTTGGGGCT 
GAAGCTCATGGGTCCCTTCCTCTTCATCGAAGCCCGGGCCACCCCCAGGG 
CCCACACCCCCCCCTGTCCCACCTCCACCTCCCAGAAATGCCTCCCCGAG 
GTGAAGCCCTGGCAGCCCAACACGCAGGGCTCGAAGCTGAACCTCTCGGG 
GTTCTCGGGGAGGTCCTGTGGCACCAGTTGGCCCCGGGCTTGTTTTCGGT 
CTTCAGAGAGATGGAGGTTGGGGTGAGCGGTGGTGGGGTCCATGGTGACG 
TTGGCTGTGGGACATGAGGGGGAATGGAGGTAGGATTTAGGCTTGGGGGG 
AGCTGGAGAGGTTCCTCTTCCTTCTGTCCTTTTCTCTGGGTGCTTTTGGA 
CATGGGCTGGTGGTGGTGGTGGGTTGATGGTTGGGCTGGGTGATCTTTGG 
GGTCTTTTCCAACCTTTGTGATTCTATGGGGTGTGTGGGGCTCCACCAGC 
CTCAGTGTCCCCCAGTAGAGATGTAGGAGAATGGGGAGAGGACAAATTTT 1Q 
AGGGCAGCATAATGCGGGAGGGACAAAGACATGGGAAGGGGACAGCTTGA FIGURE. XU 
CATTCACGGAGGGGAAGGGGAAGCACAAACACTGTTAGGTTTTGCCTTGA 
ATCTGTTACTGGCTTTGTAGGACCACCAGCATCAGGATGCTGTCCCCATT ^xi£. ^ 
CCCTCCCTTCCCTGTGGGACTGCGTTGTTTTTTCCCAAGAAAACCACTCC 
CCACCCCACATCCACCACTGCTGACATACCTGGCTCTTGCAATTGAAACA 
TCAGGCTGTCTGAAAAGGAGAACAAATTCACTGCATTGGGTTTATGCTTC 
AGGAAAAGGGGCTGGGAGATGGGGAAGGGAAACCATGGGGGTCTGGGGGC 
TTCGCAGTGCAAAAGCTCTGGGTTTACTGCAAGAGCCCCACGACCCTCCC 
AGACCTGGAGGAGACCCCGACCCCATTCAGTACCTTGGCACTTCTGCAGC 
GTCAGTCTCACCAGGACGTTCTTCTGAAGGAAGTCCTCCAACCTTCTTTC 
CAGAGTGGGGGAAATCTCTGCTGGAGGGCTGAACTTCATCATCTCACAGC 
TGCAAAGAGAGGAGAAGGGTGGGGATGGGGGGACTGTTGCGTTGGTTGGT 
TGGCTGTTCATTTTATTCTCAATAGGAGAAGCTATGGGGTGAGGATATTT 
GCACAGGGACGAAATCCCTTTCCCCCCTGGGATCCCTCTGCCTTGCAGCC 
CTCCCCCAGGGTGCCATCCAAAAATCAGGGTGACAATAGGAAGGAGCCAT 
GTTACCTATTCAAGAGCCTCCTGATGTCCTAAAGGTGGGAGGAGAGAGGA 
GAGATGGATCAGAAGAGGAGCACCAAGGGCTGCCCCTTCGTATGGCAATG 
CACAGCAAAGACCACCCTGCCCACGGTGTGATCCCCCCCAGCAGCAACAC 
AGGGAGCTCCCATGGGGTTGAGTTTGGGTTCTCAGGGTTTGCTCTGTCCC 
CCCATTTCCCACCACCCCTTTGGGTTCTCACCAGCAGGAATTTGCTGTCG 
GGCTGCTGGAATTTGCCCTCCATCTCCCAGATCAGGGTGTCAAGGTGGGA 
CATCTCCTCCATCACCTTCGTCACCGCATCCTCCTGTACTTTGGTGACGG 
CTCTGTCCAGGTCTGCCAGCTGGACCAGCAGGAAGCGCTCCTTCTCCTTC 
AGAAATCGCTGCAACTGCTCGAATTCACACACTATCCTCTTCCCTTCCTT 
CTTGGTTTTCTCCTGTTGGGATGAGGGAGAAAGCCAATGGGGTGGAATAG 
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ACTAATGCCAATGGGAATTTATCACCAGTGCCAATGGGAACGTAACAACA 
GCGCCAATGGGAACGTAACACCAGTGCCAGTGGGAATTTATCACCAGTGC 
CAATGGGAACTTAACATCAAAAAGCCAAAGATCATCTTGCTGGGCATTTG 
GGAGCAGCAGGAATTTTTCAGGAGTTTTATCCCAAAAGCAAAACCAAAGG 
AGGGGGTAGGAGATGAGCTCTGTATGAGGGATATTTACAGAGTTTAGGAG 

rACGGTCTGCTGCTC^GAGC^TGTGCAAGCTGGGAGTATTTTGCAGAG 
AGAAAAACGCTGCAAAAGAGCAACAAAAAAATCAGCACTGACAGCTGCGC 
ACACCCCAAAACGGCGGCCCTGGGGTGTGTTTCTGTATTTAAGAGCCCTC 
AGGAGAGGGCAGTAATGTTGCAAAGGGCTGACGGCGGTGGTTGCAAAGAG 

gSggatggSggg^atgcgccaagc^ 
aSgatg?ac?g?gccc?t^ 

cctggg?cgcctggtgggcagggagcacagcgtgggagcggtgcgcctgg 
gacSgtcg^tgctcgc^taggctcttottcctctgtgcagaa^ 
cttcagagcctcgcggtgctgcttgcaccaacccgaggaatgcaaactc 

gSgccgggcStgctggcgatatttgccagc^ figure 10 

SKSSSSSq^^ SUITE 33 

GCTTCGCTCTGCAGGCTGTCCAAGGGGCTCTGCGTGGCCATGGGCTTCCT 

ACGCATG^AGGTCTGCTTGTTGGGATGGAATATAGAC^ 
AATACAGGAAGACGTTGGAACATGGGAAGGCACTGAGATATAAGCGTGCT 

g^gttggat1?gactctgctcgactaaagtg^g^ 

TTGGAATTGGGAAATM 

I?I?g^5gc?cg^cccacgaccctgagattaagagtctcatgctctacc 

gaSSgcSgcc^ggctg^ 

?Sg?S?cctgcggaggggtgctaataattcta^ 

ttatcccggtaattatgggttctgagcaatcgcgaatccacggggaagag 

CTGCATGGGGAAAAAGCACCTATCCCTACGGGAATAG^ 

AA^CGTAAAAGTAAAGGCTGTGTTTCTGCCCGGTTTCGAACCGGGGACCT 

^TCGCGTCTGAGG^GAACGTGATAACCACTACAC 
AGGCCGCTTCGCCGCACGGAGATGTGAAGGGGCGAATGCCGGGGCT^ 
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CCGTAGAGCGCCCACCCCGTTGCCTAGTGACAGGAGCGCCGCTTCCGGTC 
AAGTGATGAGCGGAGGGGGCGTGGCTTGTGTCAGATAGGACGGAAGTTCC 
GGTCAGGTGGTACTGGAAAGGGGGCGTGGCTTGCGGCAAAGGGGACGGAA 
AGCGGAAGTGCTGCCGTTGGTTGGCGGAGTTCGCACCATAGAAGAACGAC 
GGCGGCGGTGGGAGGGCGGGAGGTAGAGCGGTCCCCGGGGAGAGTGCTGA 
GGGGAGCGGCGAGGCCCGAGGAGGGAGCGGAGCTTACGGGGAGT.GCGGAG 
CCTCGAGGCGGGTCCCAGCGCTTCGCTGTGGGGCAGGAGAAAGGCTTCGG 
GGCAGGAGGAAGAGGGCCTCGGGGCCTCCCCATGGAGGCGGTGGGCGACG 
ATGGGGCGTCGTCGGGGCGGCTGAACCCGGTGGAGACGCTGCAGGAGGAG 
GCGATCTGCGCCATCTGCCTGGACTACTTCGTGGAGCCGGTGTCGATCGG 
CTGCGGGCACAACTTCTGCCGGGTGTGCATCGCGCAGCTGTGGGGTGGAG 
GAGAGGCTGAGGTGGAGGAGAGCGGCGGGGCCGCGGCGTTGGAGGAGGAA 
GAGGAAGAGCTGGAGGAAGAGGAGGAAGATGAGCTGGGGGAGGAAGAGCT 
GGACGTGGAGCAGGAGGAGGAGGAGGAGGATGGAGGCGGGGAGGAGGAGG 
AGGAGGACGACATGTGGAGCGAGGAGGAAGAGGATGGAGAGCTGTGGGAA 
GGTACTGGGGGTCGGTTTGGGCCTGCCCTGTTGAGTGTCTTTATGGATGA 
GTGAGGGAATTGGGTGCACCCTCAGTCAGTTTGCAGATGATGCTAAGCTG 
GGGGGGTGTACTGATCTGCCTGAGGGTAGGACGGCCCTACGGTGGGGTCT 
GGACTGGGCCCGATGGGCTGAGGGCAATGGGGTGGAGTTCAGAAGGACCG 
AGTGCCTGGTTCTGCACTGAGGTCACAACAACCCCATGCAGCTCTACCTG 
GGGTAGAGCGGCTGAAAGCTGTGTGAGGGAAAAGGATTTGGGGGTGAATA 
TGAGCCAGCAAGAGGCCAAGAAGGCCCATGGCATCCTGGCTTGTATCAGA 
AATAGAGCAGCTAGTGGGAGCAGGAAGTGACTGTCACTCTGTACTGGCAC 
ACCTCAATGCTGCACCCAGTTCTGGGTCCCCTCTCACTACAAGAAAGACA 
TTGAGGCCCAGTGAGGATGGTGGGGGTTGGACTCAATGATCCCTGAGGTT 
TTTTCCAACCTTGATGATTCTGTGATTCTCAGACCCCGTGGAAGAGGAGC 
TGTGGGATGGAGTGGTGCAGGGAGAACTCTACTTTGGGGACGATGATTAT 
GATGAGGATGTGATGGAGGAGGATGTGGAGGAAGAGGAGGAGGAGGAGGA 
TGAAGCGCAGAGCCCTCCGCCCCCTGTCCTGCCTGCCCGCCCTCGCCGCC FIGURE 10 

TGCAGACCTTCACCTGCCCCCAGTGCCGCAAAACCTTTTTCCAGAGGAAT 

TTCAGACCCAACCTCCAGTTGGCAAACATGGTGCAGATCATCCGGCAGCT SUITE 34 

CCACCCGCACCCGCAGCGCCTCGCGCCGCCCGCCGGCCCCTCAGCCTCAG 

GGGGTCCTGGGGGGAACCCAGGGATCCTGGTGGCAACAGGAGGTCGGGGG 

TGTCCGAATCTGTGCGAGAAGCACCAGGAACCCCTGAAGCTGTTCTGTGA 

GGTGGATGAGCAGGCGATCTGCGTGGTGTGCAGGGAGTCACGGAGCCACA 

AGCATCACAGTGTTGTGCCCCTGGAGGAAGTCGTGCAGGATTATAAGGTG 

GAGTTTGGGGAAGGGTCACGGTGGGATAGTGGGTGAGGTGGGGTTTGGGG 

AAGGGCTGTGGTGGAGAAGGCGGGGTTTGAGGGAAGAGTTATGGGAGAGT 

GGAGGCTTGAAGGGAAAGTGAGGTTGGGATCAAGCTAGGTTCGTCTTGCT 

GAGCTGGTTGGGTTGGAGGCGTGGGAGGCTGGGAAACCACACACTGCAAT 

GAGGAGGTGGAAGGGTCTGGGTACCCATTTTCTGCTTAAAAACACCTTCC 

CAGCACAGTTCCTCAGAGAAAGCAAAAGGGAAGTGGCGTGAAAGTTGGCT 

CTGAGGTTCCGTTTTCAGCTCTGCCACCAAATTAGGGACAAAAAGAGGCG 

ATGACAGAGGGGATTGCCCCAGGCAGGGTTTGCTGAGTTGTGTTTCCTTC 

CCTCAGTACAAACTCCAGAGCCATTTGGAGCCACTGAAGAAGAAGCTGGA 

CGCGGTGCTGAAGCAGAAGTCGAATGAGCAGGAGAAGATCACAGAGCTGA 

GGGTAAGAGCTGAAGGTTTCTGTGCTTCATAGAATCATACAGGAGAACCA 

TCAGGGTTGGAAGAGACCACAAAGATCATCAGTTCCAACCATCACCGCTG 

CTGGGAGTGTGCCTTGGTGGCTGAGCAAGGAGAGAGAAGCTTTGCTGCTG 

CTCTGAGCTCTCACGGAGGCATCATATTCCCTTTCCTGCAATTATTGGGC 

TGTGAGGGCTTGGAAACGGTTTCCCAGTTGAATTAGAGCTTAATGAGAGC 

TTTGTGTGCCTCAGTGTTGAGTGGGAATTGGTGGTTTGGGAGCTGGTATT 

CCTCATTTGAGTTGAGGATGCTCTACATCTCTAAACCTGTGCAGACTTTG 

CTC\GTTCTGTCTGTGGTGCATTCAGGAGATGCGTAAGCTTATGGTGTGT 

GGTGAAACTGAGAGAAGCATAGC^ 

FEUILLE DE REMPLACEMENT (REGLc ib) 
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CCTTGTCTTTATGGC 

sSSSsSssesskskk 



rVTrTATTTCCTGCAGGATGTGGTGATGAGAAAGATGGAGAAAGCCTTCA 

cISSSgtStcIcW 



gggctg^cgcgagacggctcgacgcaaagaaaaaacca^gggcc^ 
caaaaaagggagatctggtgtgttggcacc^tgggaagaagtaccaagc 

catcttcccctttttccgaatcctggctaagggcactcgtatcaa^tc^ 

CTCTGTCCACGTCCCAACTCTTCTCCGGGGTCGCGATCC^ 
GGTTTGGAGAAGGGATCCAATCTCCTTGCTGGAGGTTTTCCCTTCAGCTC 
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GTCACTCAGATGCACCAAGGAGCCTCATTTCTTTTTATTTTTCAGTTCTG 
GGGCACAACCCTCTGCCCACCTCCCACCCAGCCACCATCTGGACGTCAAA 
CCTTCCACGTTCTCCTATTCTGCCACTTGTCCACCTTCCCCTTTTGCTCT 
TCTTCCCCCTCTGGGGGTCTCCAGCTCTCCCTCTGCCCCATCATTCCCTC 
GCCAACCATTTCTTGTGGGCCTGGCACTTTATTTAGGGCCACGTAGGCCG 
GGGAGGGTGCAAAAAATTGGGCAACTTCCACCTCTGAGGCTGCTCAGAGT 
GCAGCATCGCACCAGGCCGCACCGGTGGGAAGCAGCCTTGTTTCCCCTTG 
CAGCTTAAGAGCTCTCTGAGGTGGGGGTATTTATTTTCTCTTCCCTTTTC 
TCAGCTGCTGTTGAATTTCCAGCTGAATCCTGTCCCACCAGAGAGACTCT 
GATTGCACCCTGTTGTGTTTTACTTCTTTTTGTTGGTGGATTGGTATTTT 
TTTTTTCTGTTGGCGTTACAGAGCTAGTTCAAAATATTTTTGGCTAAAAT 
AAGAATTAAATGGAGATCTAGTTTTTTGAAATGTCAAGAAATAATAATAA 
TAATAATAAAGAATAAAGAATAAAGTTTTAAAGCTGAGCCTCTCCCTTAT 
TGAGAGCCCCCAGGGGACAGGAGTTGTGGTGCAGGCCCCCCAGTCTGCTG 
TT AACT CCT GCT GGT AAGAT GT GACTT AAGCCTTGCAT C GTT AATCTT AA 
CTTAATTAGCAGTAATTTGGATTGGGCTGCTTCCCTTCAGCAGCTTGTAA 
AGGGATAGAGGCTGCTGGGTGAACTGAGCTCTGTGTTACCACCTCTCCTG 
CTCTCCCCACATGTTTTTGGTGGTGGTGGTTGCTTCTTTTTGGCCACGGC 
TCTATCTCCCCAGGTGTGCACTCACTGTGGGCTGCTACTGCTCCTGAAAG 
GGCTCAGGGAGACATTTGAGTCCCTTCGTCCACACGTGGGAGGAGAGCAC 
TGATGTCCCCATCCTTAAAGTTGTGGGCACAGCCTTGGTGGCAAATCCAG 
AATGGGATATAATGCAGCCATGAGCTCAACAGAGCGCTCTTTTATTGAGT 

tttgtgcataaaatctgtgtgttgttaccacatcctcatctggttccaat 
ggtgacttgccacacccggacgaggttatctgtgtagccAgcaaacagcg 

T CT GGGGAGAGAAATGGAGGAAGT GGAT CAT G AAAAG AT AGGAATCAGC C 
CTCGGTGTGAACGTAAAAATCTCAGAAGGCAGCTCCCAAAGCGGAGGTGC 
TGGAGGAAGGTGGGAGTTTTAAGGCTGCAGGAGGAGCAGTGAAAAGGGAA 
AGGAGAAGGGGATATTTCTACCTGCCCATCTGCAGACCACGCCAGAGAGG 
TACACTGGGGAGGCTCAGCTTTGCTGCTGGTGCTGATCACCTCCTGCTTC 
AGCTCATCCACAATGATTTTGCCTTCCAGGTCCTGTGCAGGACAGAAGAG 
AGCGTGAGGGACTAAGGTCCTGCAGGGAGACTGCTGTAGCCAAACCCAAC 
CATTCCAACTCAGAACAGGCTCAGGGTGCTCAGAAACAGCCTCTGGGTTT FIGURE 10 

CCGCACAGGGATGCAGTCAGATGGCATCGAAGTTTCATCACAGCAGAGTG 

GTGGCTGTGCCCCACACCACCCTCCCAGTCCAGGGGATGACAGTGCCACC 

AGCATGACCCATCCCACGTAACCAAAAGGGCTCTGCACCAAGGCATCTGT SUITE 36 

GGGGCAGGGCGAGGATTTCGACCACAACTCTGCCTCCAAACCCACAGGAT 

AAGGGAAGTGATTCTTTAGGAGGTAAATAGGGATGTCACATACCCAGATC 

TTGATGCTGGGGCCGGTGGCAGCGCAGAGCCAGTAGCGGTTGGGGCTGAA 

GCACAGCGCATTGATGATGTCCCCTCCATCCAGCGTGTACAGGTGCTTGC 

CTTCATTCAGGTCCCACAGCATGGCCTGGCCGTCCTGGGGGGCAGCAAAG 

AGGAATCACAGCAAACCATCAAACCTGTGGCTTTGTTCCAGTTGTCCATC 

TAAAACCTTCCAGCTTGGAAACAGCACTTGATTTGTGACTGAGATGTGGG 

TGAGTTGCCACAGGACAGCAAGAGGCACATAACTGAGCTGTGAGAACAAC 

AGAATAAGCTGCAATTTGGCCTCAGCTTTCCCCCAGGGTGTACCTTGCCT 

CCAGAAGCACAGAGGGAGCCATCAGGGGAGACAGTCACTGTGTTCAGATA 

TCCCGTGTGGCCGATGTGGTTTGTCTTCAGTTTGCAGTTAGCCAAGTTCC 

AAACCTAAATGAGGGTAAACGTGACAGGCTCAGAAATATGGAGGAGAAAA 

AAAACAACCCTCTCATGATCACTGCTCAAATATTCCCCAGAACGCCGCAC . 

AAACCCCAAAGGAGCTGCTCCTCTCACCTTCACCAGCTTGTCCCAGCCAC 

AGGAGACAATGATGGGGTTGCTGCTGTTGGGGGAGAAGCGCACACAGGAA 

ACCCACTCAGAGTGGCTCTCGTCCTGAGGAGAGGAACAGCATTGGGTTGA 

AAGCAATGAAAAGCATCCCCAGTCCGAGCTGCTGCATCCCACTGCTCCCT 

GAGCCCCTCATAATTGCAGGACGTGTCCTCAGACCCCCCCCAGAAAGAAA 

GGTCAGCAGGCACTGTGTCACTTCTAATCATT^ 

GTGGATTACGGAf §WM^^ , £^SEMRkAfiEW®^i^56fc5^P)rACGG 
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ACTCAGAAACAAGCAGAAAGAGGTTTATTTTCACAGTGTGGAAACTCAGA 
TCCGTTGCCTCACCTGCACCGTGTATTTGCAGACACCCAAAGTGTTCCAG 
AGTTTGATGGTTTTGTCCCTGGAGCCCGAAACGATCTGGCGGTTGTCGGA 
GGAGAAGGCGACGCTCAGCACATCCTTGGTGTGGCCAACAAAGCGGCGGG 
TGGTGGTTCCTCTGCAGGGACACCAGGAGGGTCGCACGGGAGGGACAAAG 
CTCAGCAAACCCCCATTAAATTAATTAACCCTCCCCTAAATTGAGGAGAT 
CGTGCTGCAGTGCATAAATTCTTAATGAACACAACTGATGGAAGCAGGAA 
GGAAGCTAAAACGGAGTCATCTCCACATGGGTTGAGGAGTGGTGGTTCCT 
TCCCTCCTTCCGAACAGGAACAAAAGGGTGCCAAAGCTTTTGATATAGGG 
TTGGAATAATCATGAGGAGTTTAGGATATAAAACTCAGCTTCCGTGGACA 
CACAGCAGCGTAAGTGCTGAACGCTTTTGGAGGATTGGGGTAGTTCTGCT 
TCCTGAGGAGTTTCTTCTCCTATAGTACTCCCAAAAATCACAGTGCAAGA 
AGAGCCGGTGCTGCTCCAACCTCACCCCAAACTCTGTACCCCAAAATCAC 
ACCGAAGGAAAAGCCTGCTTGCTCCAGTCTGTACCCCACAGCGATGGTGA 
AGGAAGAACCAAATCCCCCCCTGCTGCTCCACCTGCTTCTCTCCCATCAT 
AATTGCAGGACGTGTCCTCAGATCCCGGAGGATCAGCAGACTGTGTCAGG 
TGTAATCACTGGGAGAGTGAGCTGAGGGAGGAACCGCTTTGGTCCTCCCT 
CCAAGCATGATTTACCACCCAACCTGAGAGGAACTCACCTCATTTTCACG 
CTGTACCGCACACCTCTCACCCACCCCAACACCCAAACAAAACACAGAGC 
CCAGCTCTGCCCCAAACCCCCACCCCAAAGCCCTTTCAGTCCCCAGGACT 
CACGTGGTGAGGTCCCACAGCCTCAAGGTGCCATCCCAGGAGCCCGACAG 
CGCAAACTGCCCATCGGAGGAGATGACCACATCGCTGACAAAGTGCGAGT 
GGCCGCGCAGGGCGCGCTGCGGGATCCCGTAGTTGGTCTCATCTCGGGTC 
AGCTTCCACATGATGATGGTTTTGTCTGGGAAGGGGGAAAGGCAGCGGCC 
TCAGCTCCAACCCTTCTCACATTCCCGTCCTCACTGGGCTTTATCTCCCT 
CATAGCAATGGGGGGGTTACACAGAAGCACCGCACCCCTTCCTCTCAGCC 
CCCCAACCGCCTCCCTACGTCCTCATACACAGCAGCCTCCCCACCCTGCA 

gSc^gtccccgagccctgcaccccattcatcacctcccctcccccat 

GGTCCCCCCCAGCCCCCTCCTCTACCACTGACGGTCTCCCCTTATCTCCC plGURE 1(J 

ACAGTCCCCTCCATAGGCCCCACAGTTCCCTGCCCCCCCCCACCCCACAG 

TTCCGCCCCCCCCGCCTCGGACGAGGCGCGAACCCCTCAGGCGCGGCCCT : 

CACCCCGCGACGCGGAGAGAATCATGTCCGGGAACTGCGGGGTGGTGGCG SUITE 37 

ATCTGCGTCACCCACCCATTGTGGCCCTTCAGGGTACCGCGGAGGGTCAT 

CTGCTCCGTCATGGCGGCGGCGGGGCGGAGGGATGGCGGCGGATTCAATA 

AAGGGCCCGGCCCGGTCCGGTCCTACCGCCCGCGATGGCCGCCAGCGCGG 

AAAGAGAAAGAGGGAGGTGACTTCCGGCGGAAGCGGAAGTAGCCGCTGGG 

TTGTACGGCAAGAGGGGCAACATGGCGGCGCGCATAGAGAGCACGCTGAA 

TGGGGGAATGGGCTTTGGAGGTGGGGAGGGAAGGTTGTTCTCTGCCGCTG 

CAGGGACACGAGGTGCGGGCAGAGCACCTTCTTTAACATTTGCTATTATT 

TAACGTTTTACATTTAGCATTTTTATTATCCCTGTTGTGCCAGGACGGAG 

AAGAGCAGGGTGTGCAGCCTGTGCTTATCACCTGCAGCTGTCCCTGCACC 

CCACAGCCAACCCAAGTTTGTGACGCCTGAGCAGGATCTGACCCAGGAAG 

GCAAACAGAAGGTCTGAGTCCTCCTCCCTTTCCTTTCCCATCCCTCCCAC 

GCTGCAGTTTGGGGGCTGTGACCCGTCCGCGTTGCTCAGTGCTCATTCCG 

ATGAGCAGTGGCTGATGGTGATGTTCACAAGTTTTTGGCATCCCTGTGGG 

TTCCACCCCCGTTTTGTCTCACCAGCCTTTTTCTATCCGTCCTTATCAGC 

AGATCATCCTTGTTATTAGATCTGTCTTTTTCCAGTCACGGCTTTGCATT 

TTCACCTTGGTTTTACCACCTAACATCAAGCCTTTTGTCCCCATCTGATG 

ATATTCATGCAGATAAATCCGTAAAGCAGGGAAGAATTAAATTCTGGCCC • 

CTTCTACACCCATTTAGGTTTAGATCTTTGCAGCATTCAGCCAAGACGTG 

CTTCCAGAGCCAGGAATAACGTGTCTTGATGTGCCAACACACCTTGAAAT 

CCAGAAAATTGCCCCAAAATAGGCATGACTCAGCAAGCACCGTAGTGGGC 

ATGATTTGCTTGGGTGACCCCGTGGGTAAGGAGCCATTTGTTGGACACCA 

CGATGTCGTTTTTCACAGCCCTGTGAGCGCAGCGTCTTAAATTGCCCTCC 

AGACATTCCAAA ? g Q ^^iW^gftr^?^^^ CGTCA 
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GCCCTCCGGGATGAAGGAATCTCTGCCGGGGTTTTCCGTTGGATCACAGC 

AGGAGGATTTGCTTTCCTAAAGCATTAGAGTGACGTGGAGAGCCCAAATC 

GGACCCAGTGGCCACATTCTCCCAAGGGAAAACCCTTCGGGTGCCCCTAC 

GGTTCCTTTTCTAGCATGATAACAAACTTCTTTTCCATCCGCCCATCCCC 

TTTTGGGTTTGGAGGTTGACAAATCCCCACTGAAATTCCTATGTTGCACA 

CATGTCCTTCATTCTTTAAGTAGGAGTTAGCAAAGGTTCCGCATTGACTT 

AATTCAGAGCGAGATCAACAATTTTAGGCATTCTTTATGAACTTCACATT 

GTTTTATGCTGATCAGCAGCAAAAAAACATACAGGAATAGGAGTGTGTCT 

GTAGGAGTGCTCTGCATTTTCTTGCTCGTTTGGCTGATTAAGGAAGCTGG 

GAGGAAATGTTGTGAAATAATCCCAAGTGATGAGAGACTGTGGGTATGGG 

AGGAGATGCCCTCTGTCCTGGTGAGCAGTAGGGACAGAAGACCTGAGCTC 

ATTTCATATATCTGTATATTAAGGCAATGCTAACCAGTGCTGTCGTGTTA 

TTTGGGGCCAGGAGTGGCTTCTGCCCCGTTGGTGCCCATAAACCAGTGCT 

GCCCCATTTGGGATTGGGGTCTGCTCGCAGACCACATCCACCAACCAACC 

CATGGCTGATAGCAGAGAGGCGACCAGGTCAACCCTCCATATATCTCTGC 

AGAAACCTGTTCCTGTCTATACAGGGATCCCCATCCCTCCCCCAGCCCTC 

CTTCCATCCTCGGCATTTGGGTTGGCTATAATTAGGCTCTGGGAACGTTC 

CCCTGCTGCCAGCACAGCTGTCGTGTCTGCAATGATCCTTCCAGCTCTCT 

GCGGACACGCAAACCCTCCAGCAATCCTAAATACCCATTTCCTGCACTCC 

TGGGACAAACTGGGAGCTGCCAAAAATCTCCAGCCCCCCACAGACGTGAC 

CATCACAGCACCAAGGAGCAGAGCAAGCGCAACGTGATTACGGTGCAGGT 

CGGGGTAAGCCTTTCTCTTTCTTCCCACAGCCCAGGATTTGGGGGATCCT 

ATTGGCTCTATGGGATCTGGGAGATGCAGGAGAAATGTGATCCCTTTGCT 

GTAGCAAAACAACCTTTTAGAGTCCTGCACCTGAATCTGGCAGTACTGGA 

AAGCAGGAGAGGGATTAAGAGTCCTTCTGCATTATCCTGCTCATAGGGAA 

ATACAGCACAGAAATCATTGGGGCTGCTTCCTTTGCTTTCTTGGCACAAA 

TTTAGGTCCTCATTACAGCGTTTCTTTGACTGAGACCCCAATAGGATCTA 

CAGGGGTAGAACAAAGCAGACAAAAAGTGATTGATGTTTCCTATGCGATT 

TGTTGCCTTTTCCCATTGAGATTTCTGCTTTTCCTATGGGGCTTTTTGCT 

TTTTCACAGCTTTTTTTATTCACTGTAGTGAATAGAAATTTTTAGGGCTT 

TTAGGTCATTGATGCTGTTATGAACACAGAGATGAACTCATAACACCTTC FIGURE 10 

CTGGTGTGGTTTGTCTATGGGATAGAAAGGAGCTCATGGTGCTGTGGACA 

ACTAACAGAGGTGCCTGAGGGCTGGGCCCTCTTTGTGCCCCTTCTGGGGG 

TCAGCAAACTCCTTTTATTCAGATATAAATCCCCTCATCCACAATTTCAC SUITE 3 8 

CAGTCTTCCCAATGCAGACCCCAAAAAACATCCCCAATGACAAAGTCCAC 

GAACTGAGAAAAGCAGCAAAAAGCCTCCCAGCCCCAAATATTTATCCCTT 

ATCCCATTTATTTCTATGGGCAAAGCTATTCTAGGCATCAGGAAGGTGGG 

AGATTCCAGGTCAGTTTGTTCCTAATTGTGATCTTTTAATGATGTTTCTC 

CCATCAGGTGGACATTTGGAAGTGGTTCTGACTGGGAAGAGGACGTGATG 

ATGGCATCAGGTAGAGCTCAGAAAGTGGTATTTATCAGCAAAGCAATTTT 

CCAGGTCTGTTTTTTCCCATTTTTCCCATATTTTTTTCTTATTCAGGGAA 

GAGGAACGCGGATCTTGGTGAGTGATTTTCTTCCTTTTACCTTCAAAAAG 

TCCCTTTCCATGTGTAGAAATGGATATACGTACCCCCCACTGATACCCAT 

TTCCTTTGTTCTGTCCTTATATTTATACTTCCCCATATTTTGAACACATG 

AAAACAAAGCCCACATTAAATAAATTCATAAACAGTGCAATTTTTGGACT 

ATTATTTTCCATAGAAAAGTATTAAATCAGTGCAGAAGTGCCTCTGGAGG 

TGACTTCTGCAGCACCCAAAGAGAGAGGCGTAGGGCTGAGTGCTCTCTCT 

GTCTCTCTTTTAGAAGAATGGGATGCAAAAATCAGTGAGTGCCCTTTTTT 

CCTCTCCCTTCACGGTGAGGTATGGGTGTGGAGGACCTGAATTAATGTGA. 

ATTCCTCTGTTTTAAGGGAAGCTAACAGAAGATTTTGGTAAGTCGCTTAT 

TTTCCTCGATCTGAGTGCATATTTCTACACCTTTACCATCAGTGATGACC 

AACGTGTGTATGCATTTCTCTTTATTCCATTTAGAAGAGAGCGACACAGA 

GCTCGGTGAGTGCTTTGGGGTCTTATCAAGGTGGAAAGATGCCCCTCTGT 

GCAACAGTGGGGATTGGGAGAAGCCCTTCAGCTCTTCCATTTATCCACAT 
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CTTTGGGCATTTTGGGGTTATTTTTGTTCCTCGAGAGCTCCCAGGATTGA 
CCCGTGTCCATTTCTGTGTTATTTCCAGAGGAATGTGACACAGAAGATGG 
TGAGTGTCCTCCGTGAGAGGGCTCAGAGAAAGACTTCCACCAAATCTCCC 
TCCTTTAATGTATATTCTGATGTATTTATTTAAGGGGATCTCGCAGCTGA 
GATCGGTAAGTCGTGTGTGGTTATACACCCCTATTTGTGCCTCCCATCAA 
ACAGGGCTCTGTGCAGCTTGAGTTGGTTCCCACAGGGTTTGTCCCCCACT 
CTTCACACGAATATGGGGGTAAAACCCAACAAAATGGCACAGAGGGATTG 
CAGAAAGGGCGGGCGTTGGGTGGCGCTGTGTTCTGATCCAAGGGAGGGTG 
AAGCTCATGAGAATGGTTCTTTCTTTCTCTTTTTGAAGACAATCTGACTG 
CAGAGCTCGGTGAGTGCTTCCCTTTCCTCTCTGCTTCGTTTCACTGTTGG 
GTTTTTAGGGGGGAAAAATGCTTATTCCCCCCATAAACACACACATGTAA 
CCCAACCTGGGCTGGAAGAAGGGTCCAAACGTTCATAACTGCAGACTGCA 
AT TAT C ATT C C CAATT GGAAG GT G ATT CC AT CAT GAAC CAT C C AC CCAT C 
ACAGTGGAATTCTGACAGTGTTTCTCTCTGTTTTCCCTTTCAGAGGAACG 
TGATAGGAAAATCAGTAAGTGCCTTTTTCCTTCCAGAACTGATGGGAAGC 
GATGGGTTAGGGTTAGGGTAAGGGTTAGGGTAAGGGTTAAGGTTAGGCTT 
G GG GAAAAATAAGTTAAT AC ATT T C ATT AT G GCTT AG AATT GAAACT AAT 
GTTCATCTATTTCTTTGTTTTAAGGAAAGCTCACATCAGATCTTGGTAAG 
GGTTACTTCCTTTAAACTATCCTTAATTCTGCAACAGTGCTGGGTATAGA 
GT AGAAAAAT AT GC AT GT GAAGGT GT AT GT AT GC AC AT GT T AATTC ATT C 
CTATTTATGTACTCGTTAGTTGCTATATATGTATTAATTTATTCACATTA 
TATATATATTTGTATATATTTGCAAATATTTGTATGTATGTGTGTATGTG 
TGAAGAGATTGGGGTTTCCTCTGGTTGAAGAGGGGGGTGAATGACAGCAG 
GTGTCCTTAATAAGCCTTATTTTCAAAACACTAACAAGGAGAATTGGGAT 
ACACAGAAATAAAGCCTAAAAATGGGAAAAAGAAAAGAATGAAATGGGTA 
AAATATTGAAAAGAACAAAAAGTTTGGAGAAAAGAAATGACAGTTTTGGT 
TGGGTTGGGGCTGCTCTGCATTTCTCCGCTTATTTTCTCCCTTTGCTTTC 
AGGTGATGTTGACACAAAGCTCAGTGAGTGGAGCTGCTCTTCCTGCCCCA 
CATTTAAGAGTATTTTTGGTATTTTTAAGACTGTTTAAGAATATTTGGAC 
ATTTCCTGTGGAAAATGGATTTCTGGTCTGTAAAAAAAACCTGGGGCTTA FIGURE 10 

TTTTTGAGGACGGAATAAATGTCCCAAAAAAGGGGGATTTTGGCATCAAT . 

TGACTGGGAGGTGAAAAATAAAAGCAGTGATCTGAGCGTGTTGGGGCCAA 

TGGATGAACCTCAATGATCATTGTGGTCCTTTTCAATCCAGGCCATTCTA i>UIIE ^ 

TGATTCTGTGAAAGAAAAGAAGATAATTAACATTTAATTTTCTTCTTTCT 

CTTCTCATTCCAGAGGAACGCGACAGGAAAATCAGTGAGTGTCACTTTTT 

TGGGGCCAAAACCCTCTGATTTGGGGAAGGGATCCCTGATAGAAGTGGTT 

AATCCTGTTGGTTTTTCCCTCCTTGCAGCCAAACTCTCAGCAGAAATACG 

TAAGTCCTTTTCCTCCCCAATCTGAACTGTTTCTTTGTATTCTTAGACTT 

CCTTTTTTTTTTTTTTCTGTTTTAATTAAAATAATGCTTTTTTTTGGTTG 

GTTTTTTTTTTCCCTATTTGACAGGCAGACTGACTGCACTGCTGGGTGAG 

TGGTGCCATTAAATCCGTGTGTGGTTTTGGGCTGAAAACCCTTAAAAATG 

GGAACTCTGCACCCAGACAGCTCATCTCTGTGCTTTGTTTCATTTGTAAT 

AG AAT AAAAAT G GGGGGAAAT GG G C AAAAT GAGC ATT G C AGT G AG C AGAG 

CTGCTGTCCTGGGGCAAGAGGGCACCGCCGTGTAAAAAATACATATATTT 

AACCATTTTTCCTTCTTTTTTTCCCATTTAGGGGACCGTGACTCAAAGCT 

C C GT G AGT G CC ACTCT CCT C CT GATT AAAAT C T GAGT G AAGAT GT G GAT T 

TTCCTCAGTGTGCTCCTACAATCTCACTTTTTCAGCACAGTTTTCCCCAA 

ACTTTGTGTTTCTCCACCCAACCCCTTACACTGATCCTAAATGGGTGTAT 

TGCCTGAATCAGTGGTTTTCTTCCCTATTTTTTATCTATCCTGTTTTATT 

CCAGTATATGTTTTTATGACATAATTTTATGACATATTTTGTTCTATGAT 

GCCCATAGACCTTATTACCATTGCCTGCCCTGTGTGGATCAGAAAATATA 

TTTAATATAAAACAGATATCTCTACTGACAGTGATTTCTGATGCACCCAT 

GAAGGAAAAGGATTTAAAATAAACTTTAATTTTTCCCTTTTTAGGCAAAC 

TGACAGCAGAACTCGGTAAGCCATTTTCTTCCCCATTCCCATAAAACAAA 

TGAAATTATGGAB^ttd^B^EMe^ 
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TTGCTCTAGGACGGTCTGAAAAGTGACCAAAATCTGCTTTTACTCATTTT 
TCTTCTTATTTTTTTGTAGCAAAGTGCGATGCAACGATCAGTAAGTGCTG 
CTGCATGTGGGGGTACCTCCATCTTCGGGTCATTTTCTGCTGTTTCAGCA 
TTGAAAGGACATCAGAATTCCTTAAATCCAACAAAATTGGGGTCACTCGA 
AGGAATCTTTGCAGATATGGGGGAAATCAGAGCCAAATTTTGAGGGGGGG 
AG GGAAAAT CT C AGGGGT GTTTC AG AAAT C C AATGG G ATCTG AT GGTATT 
TTCTGCTCTCAGGACTGTTTACAGTGGAACTCGGTGAGTCCGTTTCCTTT 
TTGTTTTTTTTTTCTAATTATTATTTATTAGTAGTATTATAAATCAATAT 
TACTGTTGCTTATACATATTGTTGTACATTATATACATAATACATACATT 
ATATACAGTATATAGTATACAGTAGTATATAATATTATGTATTATATATA 
TATAATGTATTATAATAATGTCATATCTAATATATGTCTGTATTAGATAT 
AATGCATATATATTATTGTACTACAGTCATATTATAATACATTTACTTAT 
ATCTGCCTTTTTCCACACGTTTCATTGACCTGATTAAAAACTAAATCCTA 
AAGGCAGAAGAAGATGAAAACCCCCAAATTAACACCAAATAATTGCAGCT 
ATAGATCATATCTATCAAAGCAAATTTGCCTTCAGTCCACATCACGAAAT 
TAACAATAGAAAGGTTTAAATTTGGAACGTACAAACAATGACAAATAACC 
CCCAATGGCTTTTCTCTTCTTGCAGGAGAGCGTCACACCAAAATAGGTAC 
GTGAGGTGTTTGCTACCTTCGTTTGGAAGGAAGAAATTGCATTAATAAAA 
C CTC T GT C C AAT AT G AAG C CG G G GT C AAAT T ACTC AT AAAT C AC C AC T GA 
TTGTCCATGAATTAACAGGGAAAAAAAGGCTAAACTTGAAAATAACATTT 
TTTTCATCTCTCTTTTAAGGGGAACTCACTGCAGAAGTTGGTAAGTCTCT 
TT C C CAT CAGTT T AAGC AAAAAT GGT TC AT C AG AT AT AT AAT AAT C CCTT 
ATTTCTGCTTGTTTTTAGGGGACTACAACAGGAAACTTCGTAAGTGCCTT 
TAACTTCTCCCATTAAGAGTTAAACCTTTCAATATTTTTGATGCTTCAAT 
GTGCTGAAGCC AC C AAAAAT GTGTTTTAATTGTAAAGGGGCT GAG CGTCA 
AACCTGAACACTGCCATGTTGGGGGCTGAGATTCGTGGGATTTGGGTTTT 
CAGTGTGAAAATGCCTCTGGGTTTCTGTGCCTGAGCTCAGGGAAACACGA 
CCAGGGCTTCCCAGTAGGAATGAGACCCCAAAATATTTCTACCTGGGGCC FIGURE 10 

TTTTCCCATTGGGAATTTATTCTGTAAATCCATATTTCTCCACGTTTGAG 

CGTCACTCATCAAATGTCACAATCTTGGCAATGTTGAGAAGATATATAGA __' , n 
TATCTATTTTAATACTGATTAATATGGAGGTGTTTGTGTTGGTCAGTGAT UKJ 
GTCATCGGGAAAAGATCTGAGTCATTGAATCCCCATTTCTTTTCTCTTTA 
TTTTAAGGGAAACACGCAGCAGAACTTGGTAAGGGAATTCCCTCCCTGGG 
TTTGTTCTCTTGTTTTTCTCTTTTGGAGGGGGATTTTTTCTATGTCTTCT 
TTCTATGTCTTCTTTCTATGTCTTCTTTCTATGTCTTCTTTCTATGTCTT 
CTTTCTATGTCTTCTTTCTATGTCTTCTTTCTATGTCTTCTTTCTATGTC 
TTCTTTCTATGTCTTCTTTCTATGTCTTCTTTCTATGTCTTCTTTCTATG 
TCTTCTTTCTATGTCTTCTTTCTATGTCTTCTTTCTATGTCTTCTTTCTA 
TGTCTTCTTTCTATGTCTTCTTTCTATGTCTTCTTTCTATGTCTTCTTTC 
TATGTCTTCTTTCTATGTCTTCTTTCTATGTCTTCTTTCTTTCCTTCTTT 
CTTTCCTTCTTTCTTTCCTTCTTTCTTTCCTTGGATTTTGAGCCAAAAAA 
AT C AC CT CAAAAT GAG C C T G AAT GTT TG C ACT GAG G ACT G AG C ACAG CTG 
GGCACTAATTCATCTTTATTTCTCTCTTATTTACAGAGGAACGCGATCTG 
AAAATCAGTAAGTGCTGCCCCAAAGCCATAGGGCTATGCTGGGCTTCATC 
C C C AC AAC AT GAAT TTT AT AAAT T AAAT AAAT AAAT AAAT AAAT AATTTT 
AT ATT T TAT GT AT T T GAT ATT AGC AGT ATT T AAAAAAAAG AAT AAAATAA 
C T C AAG AAT CT TAG GAT C AAT AGT AAC AC AAT GAT G C AACGT G G AT AC AA 
AAGCAGTAATTCCTATTTCTTTGGGTTTTTATCCTTCCAGGGGAACACGA 
AGCAGAGATACGTGAGTGTTATTTTATATACTCTATAATGGAAAACTTTT 
TTCTCTGTAATATAAAAATAGGCTTTATTATTTGAGGGGTTTTTTGGCTT 
AACGCAAATGCGAAGTGCTTGAAATTCTACGTATGAAATAGAGGATTTCC 
CATAGAGAAAAACAGCAATTTGGGGCTGGAATAAAAGTTTCATTTCCTTG 
CTGAAAAGTGAATGAAAAGGGGGGGAAAAGAACATAAAAATTGAGTTTTT 
TCCCTCATTAATCTGTCATGAAATGGGTTGGGTTCCTGAATGGTGATGTC 
AACACCTCGTTTTGGGTTCAGCCCAACATAATATGTGTCTGTCCTTTATT 
FEUILLE DE REMPLACEMENT (REGLE 26) 
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TCTGTATCACTGGTGTTAAAGAGAGCTGTTTTGAACTAATATCTCTTTTT 

TAATTACTTTTTCTTTTTCTTTTTCTTTCCTTTTTTCTCCCGTTTCTCTC 

TGTTTTGCTTTAAGGGCGCCTCACTGAGCTGCTCGGTAAGTGCATTTCCT 

TCCTTGCATCTGTCAATCCAGCAACAAACCAAAGCCTATTTTGGGGGGGA 

AGGAGGGGATAAAACACAATAATGATGAAATCAGTGCTTTGGAAAGGGTG 

CAATTATTATTTCTCCTGCAAATGAATACTTCCTTTTCCCTTTTGTTTGC 

AGAGGACCGCGATTCCGATGTCCGTAAGTCCTTTTGTTTGTCCCGGAGCT 

GTGAATCCTCCAATGGGAAATGCAGAATTTCAGAGTCTGCCCCAAAAATG 

ACCTTTTTGAGGCTACAAGGGATGGGAAAATAAGGAGAAATGTCCTTATT 

TATTGATCTCCTTGTTTATGTGCAAAACTGGGTGACTCTTCTCTGCCGAA 

CACGTTAGAAATAAGAACACAAAATGGGAGGAAATGGTATTTATTCATAT 

CTGTTGTTTTTCTGTTTAATTTTTAGGAGAACAGGACATCCTCATTAGTA 

AGTGGCACTTTGGATTGATAAGAAATGCAGCTCCTGGGGACGTTTGGGTG 

CTGCGATTGCTGGCACTGCTGGGGCTTTGTGTTGTGGTGGAAGTGGAATT 

AC T T C AAAAG AAG AG AAG AAT GGAATT AT CT GG AG AAAAAG G GG AAT AAA 

TGGAACTGTTTGGGAAAAGAAGGAGGAATAGAATGGAAATATTGGGGAAA 

AAAGTGAAATAGAATGGAATTATTTCAAAAAAAATGGAATGAAATTTAGG 

GAGGGGGAAGGGGAAGTGGAATGGAATTATTTGGGGGAGAAAAAGGGGAA 

AATTGAATGACTGGGGGGGGAATGGGGAAATAGGATGGGAGTATTTTAAA 

AATACAGAATTGTGAAGGTTTCAGCCCATCTCAGAGAGTTTGGTATCCTC 

G AGT T C C C C CT TT G C AAC CC ATT GAGC AT CCT T GGG AT G AC ACC AAATT C 

TGTTTTCTCCTTTTCAAGGGAAACTGTCAGAAGAGCTCGGTGAGTTATTT 

CCACTTCTTACATACAAAACTGATTCTGGATATTCTTTTTGTGTGTTTTC 

CTGCTTTGCCTCTTTGTGTTTTAAGAGGCAACTGCAGAAGGAATGGCACA 

AAGGGTGCAGAGGATCTTTGGGATAAATAACAGGGAAAACAGGGATGGGA 

TAGCAATGAGTTGGTGCAATAATCTATGGCACAAAAGGTGACGGCGTGTT 

TCACATTTTGCTTTTTCTCTTCCTTTTAGAGGAATTAAGGGGTCGGGAAG FIGURE 10 

TTGGTAAGTGAGATTCCTTTCCCTCTTCTCCCCAAAAGGATAAGGGGTAA 

TTTGGATTCTGATCTCTTTTTCTCCCTTTTTGTTCCTAGAGGAGAGTGTT qnTTF A1 

CTGGAGAGGGGTGAGTATCATTCTCTTTCTACTGCTGCTTTTGACTGAAG C)UXA£ ' * A 

GAATCCCCCATAAGCATGCTGGTGGGATGGGAATTCTACATCTGATACAC 

AATTATTATCATTTCTTCATTTTTTATACACAGAAATAGATAATTTTTTT 

CCTTTCTTTTCTCTTTTCCCCCTTTTTTAGAGGAACATGATGCCAGAATT 

GGTACGTGTCCATCTCCCCCTGCTTTTGTGGTGTCTTCAAGAAGGCCAAT 

GGGGTCATTTGGGATTGTTTGGGTTGAGGATTGGGTTCTTGATTGAATTT 

GGGGGAGGATTCAGGTGCCCAAACACAACATCAGGTCCCATCTCATGTTT 

TCCTATGGGCTTGGATCCTTCTGTTGGATACCTAAGAATACCTGAAATCC 

AT AAT AT GCC ATT AGAAGT AACACATC CATCAAT GAT AT AT C CAT AG AAT 

ACAAGAGAACGGTCTACATTTACTTCAGATCCCATTTTCAGGTTAACCAT 

GAAAAAAATACCCAAAGACTGAATGTCACCATTCAGGGATCCCGTGTGTA 

AAATCATGACTTCTGCTTTAATTATAAGAAAAATGAAATTCACTGTTTTT 

ATTCTCTTTTAAGATGAACTCTCAACAGAAGTTGGTGAGTATTTTTCTGC 

CCTCCAGCAAAACCAAAGCATGCAGTTTGCAGTCTGTTTTGGATATATAT 

TGTACGTGGATATATAACCTGTATGTTATAACACCTCTGGTTTCCTTTTC 

TCCTTCTTTTCCTCAGAAAAACGAGAGAGAAGAATTGGTGAGTATCAAAC 

TTCCCCCCAGAAGTGGACTTTGGTGTGTTGGGAAGATCCATACCACCACG 

TTGGTGCCAAACTTAATGGAAATCCTTTGTTTTTTCCTTATGTTTTCAGA 

TGAACTCACTGCAGAGCTCGGTAAGTCGTGATTATAACTCATAACGAGTT 

ATAATGCTATTGTTATATATAATATACATATTATATATTGTTGCTATAAT - 

TCATAATAGAGCAAACAATCACAAGGCACAGAAATATGGGTTTGCTTTGA 

GAG C CAAAC CTTAGGAAGT G AT AAC AC AAT GG GAAGAGG AC AAT G AC CAT 

TTCTGTTGTTCCTCTTTTCAGAGCACTACAAGGCAAAAGCAAGTGAGTGT 

CTCCTTCCTCATCTTCAGCACGTGAGAGATTTTGGGGGCTTTTGGGACGG 

CTATGGGGATTTACACATAATAAAACAGAAGATGAGAAGACAGTTTGTTA 
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^aarrTTACAGCTTAAAGAATGGTTCATTTTTTTCATTTAACCCCCTCGT 



AAAATGGGTCATGAATTTCCAGAGCACCCCCCCACACTTTCCTTGGTGAA 

^ATATTi 5 
3AGGAAC 

ATGCATTTTTAGGGAGAGGCG-^GAAAf C rTGGGTAAGTCATT [ 



TCAClTriSOT^CTCTGCXTCRC^M^TraT^CTTATT 



AAGATG 



TTGGCTTTCTGCTTGCAGACCCCATCCAGGAGCTCATGTCCTCCTCTTAG 

Jg^SaSgtag^ 

ratcaaactattgagccttgagctccacgaagacaagccaccctcttaga 

GCCC"GAGCGCTTCGACGCCGATCCCTGCGTGCTGGGTTGTGAAACCTTC 

SStgSaggcactgctgggtggtggatctcacagaagggcagtactg 
cScSctgggctcagcagggagtccctgcccaggaaaggagccgtcagct 
™Sctga?gaaggSatctgggctgtgcagcaatgggggttcaagaac 

rSSi^TC^CCGTGGTTCTGGGTGGAGCTGGGCTCCCTCTCACT 

gcccaga?aaccccg^ 



™rfrr?GGCCCCCATTGACGTGAGGTGGCCCCCATTGACGTGAGGTGG 
CCCC^ATTGACATATGGGGTGGCTCCTGTTGAT 

r Ara™r AGGTGGTCCCCATGACCAGCCCCTACCCTGGATCCAATGCCTCC 
GGGTCCTCTTTGGTCTGATGGAGAGAGGTTGGCACCAGGGTAAGTCGC^ 

cc?aS?caccactggtgttttgtctcagcagctggtgtaaatttct^ 
aSSaSStgtagaaagcaaa^ 

aga?tgaSggg^ 

actc^agmtttggggjatgcatgaatcctatmgaaaatg^tjac 
c??Sa?ccaagagcaagctggcatgatgctctggggtgaaaacccataa 

rrrr arrTrGTTTTAAGGTTTGGGGTGGCTTACAATGTGCAGCTCTGCTT 

c^ggJgaggSSgg^ag^ 

GGAGGTCATTGTGGGCCCAGCTGCAATGGG^ 

5a^^?aa?aataataattaaatcttttgccccactgcgggat^ 

^^^i^CCCAGCTCACAATAAACCACACTTGAGACTCCCTGGAGA 

gSgScataggcttttcttcacagcctctgctccacctattgc^^ 



TAATGCTCAGACCTCTCAGCCCTGTGGGTTTAATTTCTCTTTCTG 
GTGTGTCTGFE^BO^^^R61QB^5S^6ftS^^I^®^ : ^^^^ GC ' GG{ ''^^' 
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AGAATACCATTCCTCCCTATGCCAAAGCAGAACTGAGGGCAAAAATAGTG 

GTTATTTAAAAATATATATGTTTTAATTGACTATCAACAGGGCGAATGGC 

ACAAAGGTTGCATCACGCTGTGTGGTGGGTTTTGATGCAACTCAAAATTG 

C AAC T AGG AGTT C CT GT GCT AAGTG CT AAGG AAAAAT GAG AT G AAAAAT G 

AGATGAGAAGCCGCCCAGCTGTTTAATTAAAGCAGTTTGGTGACTGTCGT 

GCTATGGTGACTGAAGTAAGCAAGCACTGTGCTGCAAATGCCCCCATCTC 

TCCTGGAAGTCGAGGATATTTTCCCCTGTGGCCAATAATGACAGAGCATT 

TTAAGCCCAAATCTTTATCCAGCCAAATTCCACAATGGAGACACCGATCT 

GCAGGGAGATTCCAGATAGCACATTCTGTGTTTCCTTAAATAGGGCTGAT 

ATTTCCCTCTGTCCCACATGTGATCCATCTGAGCTCACACAGCCCTTAAA 

AATCTGCAAGGATCTTGTTCTGCTGCCTGGCGGTGAGTGTCTTTTTGGGG 

CTATTTGGCACCATTTTGGCAACGGGAGTTGGCAACGTCACCCTGAGTTC 

TTCCAGAGTTCTATGAAAAGCTTTAAAATCGGGTTTTTGCACTTTTTCCA 

CGATCCACCTCTAGGGACCAAGCTGGTATTGGGGGGGGGGGGGGGTGTGC 

TTTCAGGGGGGTTTGGGTTCTGTTTTGGGGGATATTTGGCATATAAAGGT 

GGTTTTCACCTTTGGGATGGGCCTTGGAAAGGAGTGTTTTGTTGGCTGTC 

CCGTTGCCTTTCTTCCTACAAAGCCTTTCTTCCTACAGAGGCTGCACCAA 

GGTCTCTTTTAGCAGATCACAAAGAGAGGGCGCAAAGAACGAGGTTAGAA 

TTCAAGTTTTTAGGGTTGAAATATGGGTAGGATGATTGAGTCCTTCTCCT 

TTGTCCGTACCAAGCCTGGAGATACCAATCTGAGATGTCAAACTGCACAA 

TGGAGCCTTCAGTGGGATGAACTTCAGGCCAGATGCCCAAGAGAGGTGTT 

AAGTTTTGGTTAAAGCCCACATCAGTAGCAATAGAAAGAAATGGGTGATT 

CATCCCTTCCAAAACTCAACTTTT GG AAGAAATTAGGGAAGAAATCCCGC 

TTCCGTGCTGAACCCTTCTGTATTTTCACCCCAGGGCAAAGAAGGAGGAT 

CGCGAGAGATTGGAGACCACAGCACCATGGCCTCTGCTGCTTCCAGAGCA 

AAGGAAAAGGGAGAGGGGGGCTCCCACCACCCTATCCCAGAGCATCAGAT 

GGGCAATGGATGCAGCAGCTCCGTGGGTCGTGGAGGTGGCACGTGGCAGG 

AGCGAGGACGGCTCGGAGATACCGAGGTCATCAGCCACCGAAACCATCTC _„ Tn> _ 

AGGAAAGGGAATTTCCACACAAAACTCCATTTGGAGCACCTGGCAGAGAA FlbUKfc IV 

GCTGAAGCTTTTGGGGCTGGATGGAGACAGAGGGGAGAAGGAGAAACTCT 

GCTCGTGGCGCAAGAGGACATTCCCCTCCAATGGACCACGGGATGATGGA SUIT£ 43 

GGTCCCACTGGAGCCCCCATAAAGGAGTCAGTGCAGGAGGATGTGGTCAG 

CCCTGTGTTATTCCCTAAAGCCCTGTTTAATCCTTCATGTCCATGCTGAA 

AACTTCTTCTCTGCGAAGTCCAACACATTGCATCTCTTCCCTTCTTTCTC 

CCATCACAATATCCTCCCCAAACCCCTTTTTCTTCCTCCAGGAGCAGATT 

CACAGCGATCTGGAGAACCTCAAGAAACAAAAGGAGGAGCTCTTAGAACT 

CAAAAGGAGTGGGGAGAGGCGATGCCAAGACCTTCTGGTAAGAAGCTGTT 

GCCTTCAAGCTGGAAAAACAGAGGTCTTTTTGGGGTCCACGTTGTTGATT 

TTCCACAACCTACAGACACGGACGGAGGCTGAGAGGCAGAAAATTGTGTC 

AGAATTCCGTCAGCTCCGCCGTTTTCTGAAGGAGAAGGAGATGGTGCTCG 

TGGCACGGCTGGGGGAGCTGGACAGGGCTGTGCTGAGGAGGCAGGAGGAG 

GAGGAGGCCAAGGTGGAGGGGGACATTTCTCTCCTCGGCATCCTCATCTG 

TGAGATGGAGGAGAAACTCAAGCAACCCACACGTGGATTCCTACAGGTTG 

GATTCCTACGGGTTGGATTCCTATGGGTTGGATACTCCATTGGACCCTCT 

CCCTTCTTGTCCACCTTCTCCAAAGCTGGGGGAGATTGAACCATTTTTTC 

CTATCTCTTTCAATTCCAGGATGCCAGAAGCACGCTGAGCAGGTATGTGC 

TCCTTCAACCTCATTCAACGGGGTGGAAAGGGTTCCCCATCCCCACACCC 

ACGGATTCTAGCACAGAAATGAGAAATGCATGTGATTGAGGCAAGGTTGG 

AAGTCCCATGGGGGTCAAAAAGTGCCTCAGTGTAGGAATGGCCCAAGAGA 

AAGACCTCGTGGCCATTGGGGCGACCCAAGGGACCGCATTCTGTACGGAG 

CAGGTTGGCATCCCCAAACCTGTGACAAAGGGACATTCTGGAGCCAACCA 

CCTCAACCTCCATCCCCACATCACCAGAGATCCCCACACTCATCACCACC 

AGTCCCAGCACTGATGAGATTTGTGTCCAGGTGGGAGAGGGGCAGAACAC 

TCCCAGCAACATAAAATCCTCAGGGAGACGTTGGGGAGATTCCAAGGTAT 
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TGTGGACCACAGTATTCCTACCACATAGGATTTGCTTTGTACTGAAGGTT 
GGGGGGTTTTTTGGTCGTTTGAATAGGAGTTGTATACACTATTGGAAAAC 
AATTTGCATTAACTCACACTATCAATCATTCTTAGGCCTAAGAGCATCTG 
TTTTTTAGGACCAAATCCCACAGATCCCACATAAAATCCTGCACAGATAT 
CCATGATAAACATGGTGGGAACTGAAGCAGGCAGATGTGGGACATGACAT 
CCAACCTTCTGTTCATCCCCAGATCTTTTTCTATCTGAGCTGGAGAAGGA 
GGAGGGAGCATCTGTAGGAGAAGAGGGAAAAGGTGAGTCCTTAAAGCATT 
TTCCTTTTGCTCCATTGGTCATTTTTTTAGCCAAAATACTGCGTCAGAGC 
ATCTGGAAAATGATGGTTTTGAGCTCATTTCTGGTTTCCTAAAGGTGATA 
TAAAGAAGCTTTCCTATATTTCAGCAAAGGTTTTCTGAGCTGGAAAATAT 
GGAGACATCGCTGATCCCAAAGTAGATTTGGGGTGCTGTTCCAGCTTTAG 
GGTGATGCTCACCCATTTCTTCTCCATCCCCAACAGCGTTTGTCACCCTG 
GACCCCACCACTGCCACTGCAGGGCTCGTCCTGTCCCGGGACCGACGTGG FIGURE 10 

GGTGAGATGGATGGATATGGGGCACAACATGTCCCCTTGTCCCCAACGCT 

TCGATGTCTCCTGCTGTGTGCTGGGCTGTCGAGGCTTCACCTCAGGGTGG SUITE 44 

CACTTTTGGGATGTGGAGGTGATGGGTGGTGCCACGTGGGCACTCGGGGT 

GGCACGCAGCTCTGTGCCCAGGAAGGGTTGGCTCACTTTCCACCCCGATT 

ATGGGATTTGGGCTATGGGATGCTGTAGGAACAGCTTCCGAGCTTTCACA 

TCTCCCCCATCC 
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GGGGGGCGATATGGGTGGTGGGACATGAGGGGGCCGGGGGGGGTCGGGTC 
TCACCCGCCAGCAGCAGCCGCAGCCCCGCAGCCATTGCTCTCCGCTGCTT 
TCGCTTTCGGCTCCGCTGTGGCCCCACCCCCTCCGTCACTTCGTCAATAT 
TAATTTTAAATCCCTGAAACCCATTAAAAAAAGGGTCGGAGAGGGAAAAC 
TCATTCAGGAACAGTGTTGGAAGAGGGGACATGGGTGGGACAACCCGGCT 
TTCCCCACAGGCCGACCTAAACACAGCCACTGCCACCCACCCCGGATCCA 
TGGGTGACGTAAGGATGAGGTTCCAGCACATATTGGACCCTTCTGCGTTT „„ _ _ 

GCATGG FIGURE 10 

SUITE 45 
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ccg?tcccgS?cgcgctgcgcggagcggccccgatcccggcgcggggct 

CAGCTCTGCCCGTCTCCCCGCAGGGATGCTGAATTAGCTGCTGCCCCGCC 
S^S?^^C^CCCCCGCTCTCCCGGCCGTCGCCTCGGCPCTC 
r^TrrGGCTGCCACCGCGTCCGTTGGAGATGTCGCCACGATGCACGCTTC 

TG^ATCATTGGGGACTTTCCGTCGCGTGGGAGGAGGGGAGGGAAGTGAAA 
GC^CGTGGAGAAGTAAACCCAGCACCCTATGGGTCCCACGGGACGTGGA 
TTGGTGGGGATGGGGTGGGATTGGACTCTTGGTGGTCATTTCCACCCATA 
rrr AGCTCGCGGCCACCCAGTGGTCCTCATATAGACTCCATGGTCACACC 

CCATCACCAGTGGTGTTGGGATGCAAACACGGGGCCCCGGACCTGTCCCT 

acaIgcacaggItggtgacacagcccagacagtgatgctgtgtcatttct 

CAC^AGGCAGAGGACACACAGCCACAGCCTGGCTCAACTCGAATAATATT 

ttctttatttacatgttaaagaatcgaaaggttggaaacatacagtaaga 

TGAAAACACGGCTCTAAGGGTCTAACAGTGGGGCAGGAGGGTGGGGGGGA 
GGA^AA^GAAAAAAGGGAAAGAAAAAACCAAAAC^ 

^TTTTTTTTAATTTTTTTTTTTTAATTTTTCTTAAAAACCCCAAACCTT 
TTTCTCCCCCCCCCCCTTTTTTTTTTTTTGGAAAAAATCCCACGAGTCAG 
Q^QQ^AAAAAAAAAAAAAGCCAACCCTAACACAACAAACAGTAAAACCT 
rpTGGGGGGCACCGCCGACCCCCCCTTGTCCGACCCCACAGCCCCACACT 

gSc?ggggacgctcgggggcct 

?ccSggggcgtcccctgggctgctggggggctctcggtctgctccatgc figure 10 

gggStaacccgaatccgagtcgctggtgtccgaggacgaggagctggaa 
2tggagc^gSg^cLagctggagctggaggcgctgagccgtgaaac SUITE 46 

AGC^CTGCTGTGCTGACTCGGGCTTCTCGTTGGCTGCJUlTGGGAa^ 

ac?Sgctcagcatcaccacagatcacaccccaatcccactccag 
aSScacccttttttgggggtttcttggctgagttgagctgcccgctga 
cctcSgcagccgcttctccagctcccgcttcttctccagcgccagttct 
tc?t5?gtcttccccaccggcttcttcatggctgtgaaattcaggttcag 

CCCCACACCATCCCACCTCCACCCCAGGGCCGCCCCCTGAACGCAGCCCC 
CCACTCACTCTCGCTATAGGGTTTGCGGGGTTTCTTCCGCAGGCAGGACA 

gcacgSgcgSccagctcacgcagtgtggagggt^ 

TCGATCTCGATCTCCTCGGGGTTGGAATCACGCAGTGAGGGCTCCCGGGA 
AACCTCAGGAATCACCCCACAGCTGACCATCATCCCCCAAAAAACAGCCT 

agactcacttIgagctgcccccaccgctccccccgccgccacccttcttg 

CCCTTTGTGCTTCTCCGATTTCTTCTTTTTCTTTTTCTCCCGCTTCTTTT 
TGGGTTTGGAAACGGGGCCCTGTGAGAGGGCAGCCAGCTGCTCGTGCACG 

gcccgSgct^ggggggagacagggggt 

CACAGGCAGCAGCACCGGCCCAGCTCCGGCCCTCAC^ 
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TTCATCTTCATCATCCTCATCGCTGGAGGATTCCTCGGAGGAGGATTTGG 
AGAGGGCTCCAAGCAGTGGGGCAGACACTGAGGGTGGGCTGGCGTCCTGC 
GGCTCATCAGGCATCTTGGCGTAGCTGAACTCAAAGACATCCTGAGAGAG 
AGGACACAGAGGGGTAAGCTGACTGGGCTGGGGGTTACGGGGCTGCTGGG 
TGACCCCACCCACCTGCAGCTTGCGGGCCATGGCCACCACATCGTGGTCG 
GGAGGGTTGTATTTGTAGCAGTTGGAGAACATTAACCGGACATCAGCGGC 
AAACTCCTGTGCGTCATGGTAGTCCCGGTTCTCCATCTTCCGCTGTGGGA 
AGGGAAAGGCGTGAGCAGACCTCAAAGCCACCCCCACAAAGCCCCCATGA 
GGCTGTGCCAAGGCCCACGGAGTCCCCAAGCGAACCTTGATGGTGCTGAG 
GTCCATGGGGTGTTTGATGATCTCGTGGTAATCGTGCAGCCCCAGCGCCG 
AGGCATCGACCGGCTTGTAGAAGGGCCATGCGTAGGCAGCGTGCTTCTTG 
GAGAGCAGCTC CTTCAGAATCCC ATT G CAGT ATTTGAGCTGCT CCGACAA 
TTTGCCCTTTTTGGAGGTCTGATGCTGCTGGGAATCCGGCAAGTCCTTCT 
TGGGGGGTTTGATGGGGCGGCCGCTCTCACGCCGTGCGGGAATTTTGGCC 
GCCTTGGCCTCCAGCAGCGTGGCTGACGGGGAGGATTCACCGCTGGTGGC 
TATGATGGCGGTGGTGGTAGGGGTGGTGGTGTCTGCTTTCCGCTTCACAC 
CCTTTTTCTACCAAAATACAGAAAGGTTGATGAATGGGAGGCCCAGCACA 
GCCCACAGAGCCTCCTCCCGTGAGCGAAGAGCTCCCATCTCCCACCTTGG 
CCACGGGTTGGGTGGGCGCAGGCGCAGTCAGCACAGCCGGGGCAGTGGAG 
TGCAGCGACTTGAGGAGCGGAGCGGAGATGACGGACGGGTGGGGAATGTT 
GACAATGGTGGTGGCGATGTCGGGGCTTGGGGTGTACACAGCGGTGTGGG 
ACACAGAGGAGACAGCTGGCACTTGCTGAGCCGCTGTGAGACCTGCCAGG 
AGCGCTGCGGACAGGCAGAACCCCCATTAGCACCAAGGTACCTTCAGTGC 
TCTACCTGAAAGCGCAACCCAAAGAACCCCAGGTACCTGCTGCCCGCGAC 
GCTCCCTTCTTGTGGCTGTTTTTGGCCACTGGGACCACGATCTCCTGCTC 
TTCTGGTGGCATTTGGGCCACCTTCTGCAGGAAGATCTTCTCCAGGGTTT 
GGGCCATCAGCACAATGTCATCTGTGGGCTACAGGGACAACCGAAACGTC 
ACAGGATGCAGAGATGGCATCAAAGGCCTCAAAGCATCCATGCTGCAGTC 
CTCACCTTGTTATAGATATAGCAGTTTGTGAACATGGTGTTGAAGTCCTG FIGURE 10 

CATGCACTCAGCTGCCCCCCAGTAGTAGTTGTTCTCCAAGCGCCGTTTGA 

TCGTCCCCATGTCCATGGGCTGCTTGATGATCTTGTGGTAATCCTGCATA 
GGGGATGGACAGTCAGCGCCGTGTTGGTAACCACACTGCACCCCTCCCAG > UJ - LC - *' 
CCCCAGAAGCAGTGGTTTGGGGTTTTTAGGAGCTCAACATCCCCCAAAGT 
ATCAGGACGTTGACACGCACACAGATCCGCTCTCGCACCATGCATCAAAA 
GCAGGGCAAAAGGGTGCAAAGGGATGGAAAAACACCTCCGGGTCTGGTCC 
CCGCCCGAGAGTGCCACCGTGCTGCTCTGTAGGGGACCTTCAGGTGCTCT 
TGTGGGTTGCCTACGCTATAGGGACAGCCAAAACACTGCTGTCCACAGCA 
TGAGGTGCAATGGGGGCCACTAATGCTAAAGTAAGAGCAAACCTATGTGG 
AATTTACCTCTGGGCTTTAAATCCTTGGGCGCCACAGGTACACAGGGGGC 
TGGCGTTTAATATTGGGGTCACAAGATGTCTTCTACAAATTCATGGATGG 
GAATCTGCAAAACGCATTCAGGGCACAAGAGATTAGGTGAGGAAACATCC 
GGGTTCCCTCTAGAGCAGCTGCGTCACCTCACCCATACCCGTGCGGTGGC 
ACTGGGAGGGGACAGCAGCTCTGAGGACATCAGGTCACCTACTGGGGGGG 
CTTCAGAGCCTGTGGAGTTGGGATTATGCCCCTAAGAGAGGGCGAGGCCA 
GCACAGCCCAGGCACCTGCAGCTGCATCTCTGTGGTGGAGCCCATAGAGG 
GGACAATGCTGTCCCTGTGGCACTCTCAGGCTGGGGACCACGGCTCGGGG 
TGGCCCTCAGCACCCAGGGGACAAGTCTGGGGACACACAGCCATGCTGGG 
GGACCCACAGGAGGGGACACGTTACCGGCAGACCCAGCTTGACGGCGTCG 
ACGGGCTGACGGAAAGGCCAAGCGAACTGGTGCTTCCACAGGGCTTTCAT 
CACCACTTTGTGCAGGTACTGCAGCTGGTTGGTGACCCGGCCGGGCTTTT 
TGGGGTTCGAGACCTCTGGCGGAGGGGGGTTCGCCTGGGGGGTCTGTAGG 
GCCGGCACCGAGGCCATGGTGGGGCTCTCGAAGCCCTCGTAAAGCAGCGA 
GGGTTTGCGGATGCGTTTGCCCGGGGTCGATTCCGTCGCCAAACCCATAA 
GCCCGGCATTTCCCTCCCCCAGAATCCTGCAAGGGAGCAAAAGACAACAT 
CAGCAAGGATGGGGCCAGCGTTCCACCACCAAGGTGCACAAGAACAGCTC 
FEUILLE DE REMPLACEMENT (REGLE 26) 
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AAAAAAAGGCAAAAAAAGTAATCAAAAAAAGGAAGGTTGGAGCAAACAAA 

GAGTCAGTGCAGGGGGTGACATCAGGGCCCAGCAGTTTCACCACCTCGGG 

GTACGACAGCCTGCACTACAGCATGACAAGGCAGCACCCAAACACTGTGG 

CCCTCAGCTGGATACACAACAGTGGGCTCCAAATGTCTGGGGACGGGGGC 

AGAATTATTTAAGTGGGGAAAATGAGGATTTAAGCAGCTGGGAGAGGTGG 

GATGTCTGCAGCGTGAGGAGAATTTGTCACCGGGAAAATACGGTGAATGT 

CGAGCACTGGGGCTGCTTTCTCAGGCAGCTCCCAGGGTGTTCCCCATCCT 

G C C AAG G AC GT G GT GG G AAT G AC AAG G AAG G AAG GT G AC AGAAGG AC AC A 

GCGGCCCCAGTAGTGGCGGTACAGGGTGGGAGGACACGGTGAGACCCCTC 

AGCATGGTGACAGTGTCCCCGAAAGCAGCTCAGTCAGCAGAGGTGGCAGC 

AGGGCCCTAAGGGCCCTTGTGATGCTGACCCCAAGGACCAGGGGTATGAG 

GAGTGGATAAATGGGGGTGGCCCAGACAGGATCCATGGGAAAACAGGGCT 

GCCAGGTTCCCTGTAGGATCTGTGTCCCTGCATCCCTGACAGAATTCACA 

TGGACCACGGGGCTGCCGAGTCCCAACATCCCTGAAGGACCCACAGAAAT 

G GG AAGT GG AT AAATGG GAAC AAG C AG C AG AT C AAT GGGACTCAGTG AC C 

C C AAAC T C AG AG CT CT GT G AC AG AAAAG C C C C AT AAC T CT GGT GG AC AT C 

CACACTGCACCCTAATCCCTGGGCAATGAAGGGATAGCAGCAGGGAACCA 

CTGTGTCCCTGTATCTCTGACCCCAAAGAATCCATGGAGATGGGGAATGG 

ATAAATAGGGATGGCTCTGTAGAATCCGGGTCCCATTCCCCTCAAATAAT 

CCATGGGAATGGCACTGTTGGATGCATGGCCTTGAGTCCCTGTCCCTAAA 

AATCTGTAGGAATGACTCTGTGCTATGCACCTCCCCGTGTCCCTGTTAGG 

ATCCATGGGGACAGCAGGCTGCCAGGTCCCCTGTATGATCCACAGCCCTA 

AAAGCAGCTTGGTCAACAAATGGGAGGGAACAGCGGGTCCCTAAAGAGCG 

CCAGGTCGCCATGTCCCTGTCCCCAAAGGACCCACAGGTACAAGGAACGA 

ATAAACAGAGACAAGGAGCACTCAGTGGGATACAACTGATGTCAGGTGCA 

G AG CCTT T GAAC AC AG AAG C C CC AT CT C C C C AT AGG ATT C AGGT C CCC AT 

GCCCCTGTTGGAACCATGGGGACAGGGAGGCTGATGGATTCCCTGCAGGA _ rin> _ n 

CTGAGTTCCTGTGTCCCTGACCCCGAAGAATCGATGGGGACAGAGAGTAG FIGURE 1U 

ATAAACAGCGATAGCCCTATAAGATCCAGGTCCCCGCGTCCCTGTCAGGA — 

TCCGTGGGGACCGTGGGGCTGCCAGGTCCCCACGTCCCCGTCCCCAAGCA SUITE 48 

ATCG ATCC AC GGGG AT GAGGAAC AC AT AAACGAGGACAACCGGCATACAA 

ACGAGATCCAACCGGCCCCGGGTGGAGCACCGGGACGCGGCAGCCCCATA 

CCGCCGTCCCCGCAGCAACGCCATCCCCGGTTCATAACTGCCAACACCCC 

ACAGCCCCCCCCGGCCCCCATTCCTGCCCCTCATCACCTACTTGCTCTGG 

GGATTCACATTCTGCAGCATGCCGGCGGCTGCGTGCCCGGCCCTGGCTCC 

CGGCCTTCCTCCTCCACCTCCTCCTCCCGCCGCCGCCTCCTCCGACGTCC 

CCCCCACTTTGCCCACCGAGCAGCGCCCGTTAkGGCAGCGGCCCTCGGCC 

GGGCATGAGGCGGCGGCTCCGGCCGGGCCCCGCCGCGCGCCCTCACATCA 

GCGGAGAAAATGGCGGCGGGGCCTGGATGGAGAGGGGGGACCTTCCTGCT 

CTCCGCTGCGCACAGAACCCGCCGCGACGCCGCCGATATAGAGCCGGGAA 

AGCCGGTAGGAACCGGATAGATCCTCGGAAGGACGGTGTGAGGCGGATGG 

AAGGCGGACAGAGGGCGGATGGAGGCGGATGGTTCAGCGGGAGGGCTCCA 

TCTTGGCTCGTAGGCCCCGAAGAGGAATCGGTGCCGGCGGCCGCAGGCAG 

GGGTCGCTACGGAGGCCGGGGAGGGTCCGGTGGAGCCGTCCGGGAGCGCG 

AAGGCGGGGGCTGGGCCCGCCCGGTGGAGGATGGAGGCGGATTGGGGCCG 

CCCCCCAGCGCGCGCCGAGCCCGACCCGCACCGTCCCTTCGTCCCCACGA 

AATGGCGCCGCTCGGCCTGCCCCCGGCCGCCCTTATATAGACACCACCTG 

GGTGCTGATTGGTGGGTGGACGCGCTGACGTCAGCCACCCGCTTGCACCC 

GCCCTGCCGCTGCCTCATTGGACGGCGGTGCTCACCGCGCAGCGCTCCTC 

TTGGCCGCCCCGCACGCCACTCACCCGCGCCGCTCCCCCCCCGCCCTTCC 

GCCCGGTACTGCGACGGTCATTGGTCGGTGCTGCCATTCCCGGCGCGGCG 

ATTGGCCACCACGGATCACGTGAGGGCGGCGCTGTTGGCTGTTGTTGTCG 

CGCGCGAAGGTGCAGAGGGAGGGGGAGGGCTAAGGCGGGCGTCGCCATTT 

TGTGTGGCGGCGGCCAACGGGCGCGGGCGTCCCGGGGGTTCGGACCCTCC 
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GCTCGTGAGGCTCTCCCAGCCGACAGCGGCCATCGGGCAGCGGAGCCGCG 
GCGGTCCGCGAGCCGCGGGCTGAGCTGTGGTGAGGTAGTGAGCTGGGTCC 
CGGGGATCCTGAAGGGTCCTGAGGTAATCGCGGCCCTCAGCGCGGTCCCG 
GGGCCTTCAGTGCCACCCCACGGTGGTACTGGGGCCCTCAGACCGTCCCC 
TCCCCCACTGCCACGGCGATCCGGAGGGGGGGGGTCCGAGGCCGCCCCGT 
GTCTATTCGGAGGTGCTCTGTGCTCTTCTTCCCCACGGCAATTCTGGAGG 
GCTCACAGCTACTCCAGAGCAGCCCCATAACCGTCCTGGGGGCCTCACTA 
CCACCCTACAGCAACTCAGAGCCTCCCCCCACCCCCCCAAAAAAACAATC 
CTGGAATCCCCAAGGCCATCCCACACCAACGCTGAAGGTCTCAAAGCCCC 
CCCTCCCCCACACACACCGGTTCTAGGGTCCTCAGAACCACCCCACAGCA 
ATCCTGGGACGTTCCACAGCCCCTCCGTAGTAATCTTTTAGTTTCTCAAG 
GCCAACCCGTAGCACGGGGGGCCTCCGCTGCCTCCCCTCGTGGCAATCCT 
GGGGGGCTCAGTGCCACCTCACAGGAATTTCGGGTCGCTCAGAACCTCTG 
CAAAGCAATCCTGGGGTCCTCGAGGCCACCCCACACCGATCTCAGGGTGC 
TCAATGCCACCCCACAGCTGCCCCCGGGGCCGTCACAATCACCCCACACC 
AATCCTGAGAAACTCAGTGCCACCCCACAGCCAATCCCGGGGTGCCCCAT 
TGCCTCTCTAAAGCCTCCACCCCAATCCGGGGGTGTTCAATGCCACCCCA 
CAACCCCCCTCAAAGCACTCCTGGATACCCCACGGACACCCCAACGCCCT 
AAAACAAATCCCAGGGCGCTCAATGGAACCTCCCGCGCAACCTCGGGCTG 
CCCCACGCCCCCTCCAACTCAAGCACGACCCAGAGACCCCCCTTTTCTCC 
CAACCCCTCCGGCCCCACACGCCAAAGGCTCTCAAAGACCCCCCCCCAGC 
GATCCCGGACCCGAACAGGGCTTTGGGGTCCCCCCCACGGCGCTCCCGGT 
GCCGCCCCCCCCCGCCCCGTGACACAGCACTTTGGATCCCCGCGGGCCCT 
CCCCGCCGCCGCCCCCGCGCGAACACCCAAACATGGCGCTTTTCGCCCCA 
AAAGCGCCGGGCACAAAGCGGCGCCGCCCATTGGTCGTCTGCCCGCCGTC 
CTCGCTTCCCATTGGCCCCTTCGACGGCGGAGGGGCGGAACCAGATTTGA 
TGGACAGCTCATGCTCACGTGTCCTCCCCCCCCCCCGATTGGGTCTTTTT 
GGTTAAAAAAATAAAATAAAATCATAAAAAAAGGGCGAAGTTGCCCCATC FIGURE 10 

GTCACTCACCTGAGCCGCTCCCACGCAGGGCCACGACCCCCAACCCGATA 

TCATCCTCGCGTCGCCCCCTTAAAGCCCCGTTTTTGGGGCAAAAAATCAA 

AAAAAACATCCCAGGGCAGAAAAAGGAGCCACGCGCTACGTCAGCTGCAC SUITE V) 

CGTGATTGGCCACCCGCCGTCACGTGACGGCCCCGCGCCACTCCGACGGC 

CCCATTCATGGAGCCCGGGCGGCTCCGCGGGGTCCTATCGCCGCTCCGGA 

GGGGGTGATGGCGCGCATGCGCAGTGCAGGGGGCATGTGGTGGGGGGAGG 

GAGGGGTGGGGCTGTGGGGATGCCCGGTGTTGCTGGGGGGCTGCTGTAGG 

GTTGCATGGCATTGCGAGGATGCAGCCATGAAGATTCACGGCATTGTAAG 

TGTGCATCTGTAGGGGCCCCTGGCATTGCAAGTGTGCACCTATGGGAGTG 

CCCGGCATTGCAAGGGTGCACCTCTGGACGCGTTTGTCATTGCAAAGGGT 

GCAGCTGTGGTGGTGAATGGCATTGCAAGGGTGTATCTATGGGAGTGTAC 

AGCATTGCAAGGGCGCACCTATGGGTGTGCCTGGCATTGCATGCATGCAC 

GTGTGGGGATGTATGGCACTGGGGGGGTGCACCAGTGGGGGTGCTTGGGA 

TTGCAAGGGTGAGCCTATAGCAGTGCCTGGCATTGCAGGGTTGCACGCAG 

GGATGCGTACGGCATTGCAGGGGTGCAGCTGCCGGCATTGCAGAGGGCCG 

AACCCGCCCGTACGGTTGTGCAGCGCTTCCAGCTCGGAGGGCGCATTGCA 

GTGCGGTGCATTGCAGTGCGAGGAGCCACTGCTGCAGGGTGTACAGTGCA 

CGCCCCGAGGATGTCCCCTCGGCTCCAAACCCCAAAACCCCACGCTTATT 

ACCCCCCAAAAACATACTTTTACACACAAGACACATTTTTACCATCAAAC 

CTCACGCTTTTCCCCCAAAATCCCTCACAAAAACAAAATCCGCGCCGTGA 

TGAGACACCCCAGAGATCTACGGAGCCTACTCGTCCCCTGCTT.CATTAAT 

TAGAGCTGCTTATTAATTGCTTGCGGGTGGCTCAGCGCCTATTACAGCGT 

CGGGGCTCCCCGCTAGTTTCTTCTATCTAGTAACAAGTGACGCAAGGTAA 

CTGCGGAGCGCGGCCATTGGTTGAGCCGCACGATCATCTCCTGTCACAGC 

GCTGGTGTTCCCCGCAGATCTGTTCTGCCTAGCAACCGATGACGCGTAAA 

GCCGCGAGGCACGGCCATTGGCTAAACTGGTTGCCGGTAGCAGAGGGATG 

GGGGCTGCGAG^CjGCgip^ 
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SS?^gSgoXctctgtttgcatgcatgcagggcgttgtgcatggtgt 

GATTAGTGCATTAGTGCAGCGGGGTTGAGTGTGAGATGTGGAGTGTGTGC 
aKTTGTGAAAGGGTTGCCATGCACGAGCTGATGTGCGCTCAGTGAGCGTG 

gaggSg^gca1aItgggtaca S ^gga^g^g«gcaga 

rcCCGCT ATGACCCCACTGATGGGTCCCCAGCCGTGTGTTCCCAGTGATG 

ScAGACATCCCCATTGATGCTGTCCCCATTGATGTGTTCTCAGTGGATA 
TCCCCAATTGATCCTGTTCCCAATGATGCTGTCCCCAATGGACATCCCCA 
TTGATGCTGTCCTTGTTGAAGTTGTCTCGATTGATGCATTCCCATTGATG . 
TGTTCCCAATGGACATCCCCAGCTGATGCTGTTCCCACTGATCCTGTCCC 

Scctcaa?Itgatgctgtccccaatgatgcattccccattaacgcactc 
^^SS^Zceuemcceaa^^^ami figure 10 

?gggcaaS?cttccccSSgccatcactatcagctggcagcgggatggc SUTTE 50 
«c?^ac^?ggcgtcacgcacctga^acaccc^^gga 

gctoaSggggtgagtggggatgtgggggtcatgctttgtgtccccgcag 

TCCCCATGGCCCCAGGTGGCAAAGTCTGATCCCATTGCACCGCCCAT^ 

GTGACGTGAGGAGGAGGAGGAGGAGGAGGAGAAGGAGTAGGAGGAGGTGA 

AGGTGGCACGGAGGGGATGAAGGCAGCAGTGCTCCTGATG^ 

GTTTCAGGGTGCTGGGGGCGATGGGGCTGGTGCTGAGCTGCGGGACAG^ 

GGTAGGATGTGGGGAAGTGTGGGGTTTTTGGGGTGAAGCATGGGGGTTTT 

?™gg?gcaaS 

CAACATGGGGTTTTATGGTACAGCGGGGGCTTTGGAGTGCAGCATGGGGT 
GCTGCATGTATGCATAGTGCACAAC^GG^^TG^G^GTGTGA 

GTTTTTAGGGTACAGAGteU^^BEfiOWBB^C^Gt^ 

GTGCAGAATGAATTATTAGGGTACAACATGGGGTTTTAGGGTGCGGCACA 
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GGGCTTTGGGGCACAGCCCCAGTGCTGTGCCCTCCCCATGCCCCCAACGC 

AGGCGCCTTCGTGGTGCACATGGCCAGCTCCTGCCCACTGCTGGCCAATG 

GCTCCCTGGGCAGCTTCGACCTCACCATGGCCTTCAACAAGAACCCTCTG 

CTGTGCTACGACCCCGACGTCCACCGCTTCTACCCTTGCGATTGGGGGCT 

GCTGCACACCGTTGCCACTTTGCTCGCCGCCATCCTAAATGATGATACCA 

CATGGGTGCAGCGTGCAGAGGCACGCAGGCAGGCGTGCACTGAGCTGGCT 

GCACAGTTCTGGACACACACAGCACTGCGCAGGAGTGAGCACCGCTGCAT 

GCAAGTGGAGCATTGCAAACACGGGACGTTGCATGGGGGTGTTGCATGGG 

GGTGTTGCAATGGGGTGATGCACAGCCGGTCATTGCATGAGACGCTGCAC 

GGGGATGTTGCAAAGGGAACTGCATGGGGACATCGCACAGCAGGTTGAAT 

GGGATGTTGCATGGGGACTTTGCAAGGGAACTTTGCACAGAGCATTGCAG 

GGGATCCACGCAAGGAATTTGCATAGGGAATGCACAGAGATGTTGCCTGG 

GAATGCTGCATGGGGTCATTGCATGAGGAACTGAGAGAGACATTGCACAA 

GGAAATGCAAAGGGGCATCACTAGGGGACATGGCATGGGGCATTCTAGGG 

AGCATTGCATGGGGACATTGCAAAGGGAATGCAAAGGGACATTGCATGGG 

GACATTGCAAACAAATTGAGTGGGAGATTGCACCGGGATGTTGCATGGGG 

ACATTGCATGGAATGTCCCACCAACCACCCTGCAGGGTGACACTGGGACC 

ATCCCCAGCTCTGACCATCCCCCCTTTGCTGCAGCACCACCCCAGGTCCG 

CATCGTCCCCATCCCCATCTCCAACGACCCCGACACCGTCCACCTCATCT 

GCCATGTTTGGGGCTTCTACCCACCCGCAGTGACCATCCAGTGGCTGCAC 

AACGGCCTCGTGGTGGCCTCAGGTGACACCAAACTGCTGCCCAACGGGGA 

CTGGACCTACAGGACACAGGTGGCCCTGAGGGCCAGCACTGCAGCAGGGA 

GCACCTACACATGCTCAGTGTGGCACTCCAGCCTGGAGCAGCCGCTGCAG 

GAGGACTGGAGTGAGTTTGGGGATGGGGATGTGGCACCCACACCCCACAG 

TCCCCCACGGCTCATTGTGCCCACGCTGTCCCCACAGGTCCCAATTTGTC 

CCCGGCGATGATGGTGAAGGTGGCAGTGGCGGCCATGGCGCTGACGTTGG _ Trm - , n 

GGTTGGTGGCACTCAGCGCCGGGGTTTTCAGCTTCTGTCAGCGGCCACGG ^IbUK* iU 

GGTGAGGGATGGGGATGTGGTGCTGGGGACATGTGTGACACCGAGGGTCT 

GGTGTCCAGTGTGGGGTGTACCTCCTCATTCATCATCTTCTGTGTGGCAG 

CTCCTGGCGCTGGTCCCAGTCCCCGTCCTGATGCGGGTTCTCACTCCAAT SUXTfc >i 

CCTGGTCCCCAAAATGATCCCGGTCCAAGTTCTGGTCCCCATCCCAGTCC 

TGGTCCCCATTCTGGTCTTGGTCCTGGTCCTGGTTCTGCTCCTGGTCCCT 

ATCCCTGACTCTGGTCCCGGTCCCCATCCCGATGCCAGTCCCAGTCCTGG 

TCCCCATCCTGGTCCTGCTCCTTGGTTTGGGGACCTCAATGACTGGAACT 

CCCATGTCCCAACATGGGGACCCACAGTTTGGGGTGAGGGGCTCTCACCC 

CCCAATAAAACCATCTGCAGCCCCAACCTCGCTCCAATTCTTCGTTCCCA 

CGTTGGGTGGGTCGGGCTCCCAGTGCTCCCAGTGCTCCCAGCCGTCTATG 

TCCCGTAAGCGTCGGCTCCACTGCATTCTGCTCCGGAAACAGATGACGCT 

ACCACGGCGCCGCCTCTGATTGGCTGCTCCGTGCCCTCTCTCCGTCCCAC 

GTCCGTGAAGGGGGGGATGTGGGGTGGAGGGAGCTGAGGGGCCGCCCCCT 

TCCCCCCCCCGCTCCCCCCTCCGCGATGTTGGTGCTATTGGGGCTGCTGC 

TGGGAGCGCGGGGGGCAGGTGGGGGTTTGGGGTTGGGGTGTTTGGGGGGT 

CTCTGCCTAATGAAACTCTGGGGGGGGGGGACGTGGGGGTCTCTGCTTTA 

TGGGACTGTGTGGGCGGGCTTGAAGGGGCTCTGCTTTACGGCGCTGGGTG 

TGGGTTCTGGGAAGACTGTGCTCTATGGGATCATGGTAGGGGCTTGGGGG 

GGCTCTGCTTAATGGCACTGTGTGGAGGGACATTGGGGGTCTCAGCCTTA 

TAGGACGTTGGGGATGATTTGTGGGGGTCTCAGCCTTTGCAATATTGAGG 

ACACTCTGGGTGGTGGTCTGAGCCCTTAGGGCCCCCAGGGAGGGCTTTAG 

GGTGGGCTCAGCCTTTTGGGATACTGGGGTCCTTTTGAGGGGAGGGTCTC 

AACTTTATGGGATGTTGCAAAGAGTTTGGAGGGGGTCTCAGCTCTGAGGG 

ATATTGGGGACAATTCGGGGGATCTCAGCCCTTTGGAACTCAATGGAGGA 

TTTTGGAGTGATGCTGAGGACTCAGCCTTTTGGGTTGCTGGGTATGATTT 

GGGGATGCTCAGCCTTATGGAATGGTGGGGACACTTTGTGGGGAGCTCAG 

CTCTGTGGGATATTGGGGCCACTTTGGGGGAGTCTCAACCTTTAGGACTC 

CCAGGGAGGG<FEUlL&E^<RE»PaA^ 
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GATGTTATGTCCCCATGGGGACCTCTGGGGGCTCCAAATGGGGATGAGGT 
CGCTGCCAGCACTGCCATCTCCCCTCTGTCCCCCCAATGCAGGTGCCTTC 
ATGGTGCATGTGGCCAACTCCTGCTCACTGGCAGCCAATGGCTCTCTGCG 
GGGCTTCGACCTCACCGTGGCCTTCAACAAGAACCCTCTGGTGTGCTACG 
ACCCCGATGGCCACCTCTTCAACGCCTGCGACTGGGGGCTGCTGCACGGC 
GTGGCTGGACAGATTGCCATTGCCCTCAACAATGACAGCACCTGGGTGGA 
GCGTGCAGAGGCACGGAGACGGGCGTGCAGCAAACTGGCTGCACAGTTCT 
GGGCACAGACGGCGCTGCGCAGGAGTGAGCATTGCAAATGGGGCTGTTGC 
ACGGGGCGTTGCGTGGGGATGATGTTGCATGGGGCATTGCATGGAGATGA 
TGTTGCATGGGGTGTTGCATGGGGACATTGCATGGGGCATTGCATGAAGA 
TGGTGCTGCATAGGGCGTCGCATGGGGATGTTGCATGAAGATGTGTAGCA 
ATGATGCATGGGGCATTCCATGGGGACGCTGCATGAGGGTGTTGTTTAGC 
AATGATGCATGGGGTGCTGCATGGGGATGTTGCATGGAGATATTGCATGG 
GGCATTGCATGGGGTTGATCCATGCAGCGTTACATGGGGTTCTCAAGCAG 
GGGGATGTTGCATGGAAAAGTTGCATGGAAAATTGCACAGAGGTGTTGCA 
AAGCATATGCATGGGGATGTTGTATGGAGGATTGGACGGTGGCTTTGAAG 
AACATTCTGCATGGGGCATTGCTTAAGGGTCCCAAGCATGGGGATGCTGC 
AAGGAAATGCTGCTGCTTGGTGGCCTTGCAGAGTGTGTTGCATGGAGTTT 

G C T T C AAG GAG AT GTT G CAT G G CAT AT C AT CT G C AGTTT T GC AG AG C AC A 
TTGCATTGCACATTGCACACTGCACAGAGCAGTGCACTGGGCATCTCCCA 
GCGTGTGGCACAACGCTGTTGCAAAGGACATCCCACGAGGTGTTGCAGCA 
AACAATGCGCAGAGCTTGCACAGAACGTGGGATATCCCATGGGGATGTGG 
CACAGAGCATTGCGTGGGGAATCCTACAGGGAAGTGAGATGGGGAAGTTG 
CACAGAGCGTTGCAAGGGGTATTGCACAGAGGGAACTTGCAGAGAATGGG 
GCAGGAACCGTCCCCATCCCCTGCTGCTCACCATCCCTGTCCCCACTCCA 
GCTCAGCCCCAGGTCCGCATCGTCCCCGCACAGACAGGGAACCCCAGCGT 
GCCCATCCGCCTCACCTGCCACGTGTGGGGCTTCTACCCCCCCGAGGTGA 
C CAT CAT CT G GCT G C AC AAT G G GG AC AT C GT GGG AC CT GG AG AC C ACT C A 
CCCATGTTTGCCATCCCCAATGGGAACTGGACCTACCAGACACAGGTGGC 
CCTCTCGGTGGCCCCAGAGGTGGGGGACACCTACACGTGCTCGGTGCAGC FIGURE 10 

ATGCTAGCTTGGAGGAGCCCCTCCTGGAGGACTGGCGTGAGTTGGGATCA 

AGGGGGTGACACAGGGACAGCGGTGTCCCTGCTGTGTCACTGCTGGCTGT 

GTCCCTGCAGGTCCTGGGCTGACGCTGGAGGTGACGCTGATGGTGGCTGT SUITE 52 

GGCCACTGTAGTGATGGTGTTGGGGCTCAGCTTGCTCTTCATTGGTGTCT 

ACTGCTGGCGGGCCCAACCCCCTGCCCCAGGTGGGTGCTTGAGAGGGACC 

CTATGGGGCTCCATGGACCTCTAAGGGGTCTCTGTCTGGTTCCTATGGGT 

CTCTGGGTTGCTGTGAATCTTTCTTTTCTCTGTGGGTCCGTCTGGGGTAT 

CTGTTGATCCCTATGGGTTGCTGTGGGGCCTCTGTGGGTCTCTATGGGTC 

CTTCTGTTGGCCTCTGTGAGGTCTCTATTTGTCTCTATGCATCCCTTTGG 

ATCTCTATGGGGTCTCTGCGGGTCATTACGTGTCTCTATGGGATGTGACC 

ATTTTTGACAAGAACCCCACTCACCCCTCCTATTCCCCCAACAGGTTACG 

CCCCGCTTCCCGGTCACAACTACCCTTCAGGTAACAGTGTCCCCAAACTG 

TCCCTGTCCCCATTGCCATCAATGAGGGCTGAGTGACCCCATCTCTCACC 

CCATGTCCCTGCAGGCAGCATCTGATGGACACCTTCTGTCACCAACTGTC 

CCTGCGTGTCCCCATCCCTGACTCTGCGCCGTGGTGCTGACATTAAAGAC 

ACTCTGCAGCCTCTGTTGGTGTCTCTGTGGGCTTTTGGGGTGGGGTGGTG 

TCACCGGGGAGAGGTTGGGTTGGGGTCATTGCATCCATGATGGTGATGGT 

GATTGACATTGTGCACAGGGAGATGTCCAGGCGCCTGTGGGGTCTGTGTT 

TTAGGGCCAGTTCTGCTCAGTGCCTCCGTAAGTGATCTGGATAGGTCGTC 

AGTCATCCTAATTAAGGAGGGGACAACAGTGAATGGGGAGGAGCCGATGA 

CTCAGGCTGGGAGTGGTGATCCCAGAGGTTTCCTCTGCTGTCAGTGACTC 

CGTGCTTTCGCTTTCGCTTCACAACCTGAGGGAGCGCATTCTGCCTGGCG 

CCCGATGACGTCACATAAACCCCCGACTGCCATTGGCGGAGAGGCGACGG 
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GGGCCGTGCGGGGCGCTGGGCCTGGGGCTGCTGCTCGCCGCCGTGTGCGG 

GGCGGCGGCCGGTGAGTGCGGCCGGACCGGGACCCCTCCCCGCCCGTAAC 

CCCACCCCGGGGCTGTGCCCGTGGGATCCTCAGACCCCCACCCGCGGCTC 

ACGGCCTCGCTGCGCTCCGCCCCCGCAGAGCTCCATTCCCTGCGGTACGT 

CCATACGGCGATGACGGATCCCGGCCCCGGGCTGCCGTGGTTCGTGGACG 

TGGGGTACGTGGACGGGGAACTCTTCGTGCACTACAACAGCACCGCGCGG 

AGGTACGTGCCCCGCACCGAGTGGATGGCGGCCAACACGGACCAGCAGTA 

CTGGGATGGACAGACGCAGATCGGACAGGGCAATGAGCGGAGTGTGGAAG 

TGAGCTTGAACACACTGCAGGAACGATACAACCAGACCGGCGGTGAGCAC 

GGCCGGGGCCGCGGCTCCGTGGGTGTGGGATGGGCTCCATGGCGCAGTGC 

CGCCCACACCCCCCAGGCCTGGCCCTGCCCGGCGGCACCGTCCCGGGGCT 

GCCCGTCACAGCCCCACCGCGCTCGGGGTGCCGCGTCCCGGGGGGACCCC 

AACCCATCCCCGCTGCAGTGGGAGCCCCGGAGCCGGAGGGGCCCCTCACC 

CCCTGCCCGGCTGTGTTTCAGGGTCTCACACGGTGCAGCTGATGTACGGC 

TGTGACATCCTCGAGGATGGCACCATCCGGGGGTATCATCAGACAGCCTA 

CGATGGGAGAGACTTCATTGCCTTCGACAAAGGCACGATGACGTTCACTG 

CGGCAGTTCCAGAGGCAGTTCCCACCAAGAGGAAATGGGAGGAAGGAGGT 

GTTGCTGAGAGGTGGAAGAGTTACCTGGAGGAAACCTGCGTGGAGGGGCT 

GCGGAGATATGTGGAATACGGGAAGGCTGAGCTGGGCAGGAGAGGTGAGC 

GGGGTCGGGGTGGGGGGGGGGGGGGGCGGACGCAGTGTGGGGCTGGACGT 

GGGGCGGGGGCTCATCGTGGGGAGCTCAGCCCGGCCCTCACTGCCGCCCA 

CCCACAGAGCGGCCTGAGGTGCGAGTGTGGGGGAAGGAGGCTGACGGGAT 

CCTGACCTTGTCCTGCCGCGCTCACGGCTTCTACCCGCGGCCCATCGCCG 

TCAGCTGGCTGAAGGACGGCGCGGTGCGGGGCCAGGACGCCCAGTCGGGG 

GGCATCGTGCCCAACGGCGACGGCACCTACCACACCTGGGTCACCATCGA 

TGCGCAGCCGGGGGACGGGGACAAGTACCAGTGCCGCGTGGAGCACGCCA 

GCCTGCCCCAGCCCGGCCTCTACTCGTGGGGTGAGTGAGGGGATGTGGGG 

CTGGGGGGCTGCGGGCTGCCCCTTCCCCTGCTGATGGCCCCGCTCTCCCC 

CAGAGCCGCCACAGCCCAACCTGGTGCCCATCGTGGCGGGGGTGGCCGTC 

GCCATTGTGGCCATCGCCATCGTGGTTGGTGTTGGATTCATCATCTACAG 

ACGCCACGCAGGTAAAAGCAGAGGGGTGCAGGCGGGCAGTGGGGGCTGTA 

GGGGGATCTGGGTCCCCCTTGGGAGCCCCCAACCTGGCTGTGATGTGAAC 

CTGTGATGAAGCATCTCTCTGTCTGCAGGGAAGAAGGGGAAGGGCTACAA 

CATCGCGCCCGGTGAGTGATGAGGGCAGCGCTGTCCCCCACCTCTGCCCA 

GTGCCAGGGTGGTCCTGGGGTCCCTGCTTTCTCCCAAGGTACCCATTCCT 

GGTGCTTGGGGCTGCTCCATGCCCCATAGGGAGCACAGGGCTGGATCTCA 

CAGCTGTTCCTCCCTTATAGACAGGGAAGGTGGATCCAGCAGCTCGAGCA 

CAGGTGCGGTGTGGGGCTGTGGGTTGGGAGGGGTCCGTGTGCTCTCTGTG 

GTACTGCCCAGGGCTGGGCTATGCTGGGGCTCTGCGGGGAGACCCCCGGA 

GCAGAGGGTTGGGATGTGAACCTGGCCCCGTGGGACATCATCCCTTCTCA 

TCCCCACAGGGAGCAACCCCGCCATCTGAGTGCTGTGCTTCAGCCTGCAA 

GGAGCCAACAGTCCACACCAGCATTTGGGGTCGGTGATGGACACAGCCCC 

ATCCTCCTGACCTCTCACATCTCATTCTGCTTCCTATGCTGACTGTTATG 

CTTTGCCTGCACTGCTTCCTGTGAAATAAAATGATGGGCCATTCTGTGCT 

CAGCTTGCCTGCATTCTGCACTGTGCTGTGGTTGGGGATGGGGTGGGTGA 

GAGGACCGTGTCCCAGTTTGGCTGCTCAGGGTGCAGATGTGGCCCTGTGC 

TGAGTACCCACAGCCCTCCCCCCCTATCTGCCTGCTGCTCACTCCCCCTT 

CTGTACCCCCATCCCTTCTCACCTCTCCTCTGTGACCCCATGCTGGTGGT 

TGCTTGCTCCCTGTCCTGGCAGAACTCTCATTTTCCCAATGGCATCCCTG 

GGTGTTGGGATGTGGTCTCCTTGGTCCTCCCCCCAGCAGTCACTGCACAT 

ATCCACCCCACTTCCCCCCCAGGTTGTTGTCCCACAGCACTCCTATTTCC 

CTCTCCCCCCCCCCCCCCCCCCCCCCGCCCATCCAGCTGCCTCTGCAATC 

CTCACCCTTGCCCACACACAACTTTGCGCACTCCACCTCCCTCATCCCGC 

CCTTCCCCCAGCTCTCCTGTCCCTGCTGGCCCCCCTCCCCCCCCCCCATT 
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CCTGGTTTATTTCCCCCCGATTTGTTGTTGTTGGGGGCTCCGCTCTTCAC 
CCTGGGGGGAAGGGGCTCTGGGGGTCCCTCATTCTCCCTGCACTTCTTAC 
AGCACCGGGACTCCCGCGCTGAGATCCCATCACACCCGGGTACAAACATG 
rrrrTTTATTCCCAGTTCTGTGTCCCACCCCCGGCCCTGGTGGCACTCAG 

Sgcaccgcagtccatgcagtggccgttgtgtgtcgtacagcagcggtac 
Jgcagcgcgcccggctcggcatccatgtgcccacggcacagctcttgtgg 

aactcccgctatccctctgtccccctcccccggtgc^^ 

agtcccgcagaaggctgccggggcgcagcacctcgtgggg^ 

tgccgcacctctcccccctccagcaccaccac^ 

ctgcgagga5c?cc^Sccacct 

gtcctcagccactgccagggaccgagggacaccaggagtggagataaggg 
gacaccagaacaggggaccatggggacctagg^ 
aJagggc?c1gggggatgtggggacacggggacgtgggggacatcccac^ 
tgctgctggctctcagtgtccagggcgctggtgtgctcgtcgagtatgag 

gaScggggg?c?cgcagcagcgcacggg^^ 
gcccc^gaSgctgtcctcccaactcgcccacctctgcggggacagcg 

ggctcaggctgSgaggggaccatggaggggacc^ 
agcttacctgtgtcgtagccttggggcaggcgagtgatgaagtcgtgagc 

acccataggagatgttggcgtggagtgagcgggcaaagagcagcggctcc 

tgggggacgacggccacctgcagtgggggggacagctggggacatgggca 

cgtggcagtggaggcggtggggatggctggggatgtgtcagggacatctg 

gggacatggtgggatggttggggacacaaggatggttggggacttggccg 

ggacactgcaggggacacagtggtgatatggcagagacatcagggtgtgt figure 10 

ggtgatggctggggacccagatatctggtgactcaatgaggatggctgct 

gatatgcaagaacacagggggacaaccaggagccatggggacatgtggct — 

gctcacctggcggcacaggtaggagtgctggtaggcggggagggggtggc suite 5A 

catccagcagcaggcgtccggccgtgggctggtgcaggcgggacacgagg 

gccaccagagtgctcttccctgcgcccgggggtcccagcagtgccagcac 

ctccccggggcgcagctccagtgatacgccctggggacacggatgtcaca 

cccatggtgtccctgtacccacacctccatagtcccacggccttcctgct 

gtgtccttctgtccctgttcccccccgaccctttgttttgttcccacacc 

TTTGGTACCACATCTACATTCCCATGCCCTCCCCACCATGTCTCTGTGTC 

actcatcatgtcccagtgccacaaacccaccatgtgccatgtccccgcgc 

CCTCAATACCATGATCTCATGTCCCTCTCCAGTGTCCCCATACCACCCCC 
TCCATGTATCTCCTTGTTTCATATCCTCACACCCTGTCCATCACATCCAT 
GTCCCTGAATCACCCCACTGTGCTCCCACACCTGTCACGCTGTCCCACCA 
CACCCCCGTGTCCCCTGGCTGTGTCTCTGTGCCCACCTTGAGGACGGGTT 
CCTGGCGCCCAGGGTAGGAGAACCAGACATCCTCCAGCTGAAGGTGGCCC 
TGCAGGTCAGCGGGTGCCATTGTCCCTGAGGGTGCGACCTGTGGCTCCCG 
GTCCAGGAACTCAAAGATCTTCTCCGAAGAGCCCACAGCCTTCATCAGTG 

?ggggSg^agtc^gcaggacctggggacagcgtagtgacgtggc^ 

AGGGCAAGGGCATGTGGCATGGTGACATGGGGACGCAGAGGACACAGTGG 
GATTGGCATAGGGACAGGACGGGGTAGGTATGGGGACAGAGGAGGTGACA 
CAGGGATGTGGCAGGGGTCACAGAGGGTTAGACGTGGGGACACAGGGACA 
TGGATGGGCATGGGGACACACTGCGATTGGCCTGGAGACACAGCAGGGAG 
GATGTAGGAACACAGGGACACTGTGACACACTGTGACTGTGGCAGGGAGA 
CATGGGGACATGCGGATATGGGCATCCTCTCAGGCTCACCTCCAGGACAT 
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GCGGGTGGGAAGGGA^TGGGGGCTGGGGAGGGGACA 
GGAACAAAGAACACGTGGAGGGGATGGAGGGGACATAAAGGGGACGGT 
GCATGT GGAGGT G ACAGTGGGGGC AT GCAGAGAAC AG AAC CCATGTGG AA 

GGACAACAGCAGGAGGATGGTGGGTACATGGAGGGGACAGTGGGCACATG 

gVtagggcaatgagtacatggtggtgacactgggcacatggaggggacca 

GAGGCACATGGAGGGGACCAAAGGCACATGGAGGTGCAGACAGCAGC^ 

TACCTGCCGGAAGTGCCCCACAGCCCTGGGCAGTGCCAGCAG^ 

GCGCCAGCGCGGTGAGCAGCGCCATGCGCGGGGACAGCCAGGCCATGGTG 

GCGAAGAGGCAGAGGCCACGTGCCAGATACCACAGCAGGAGGCTCA 

CTCACCCAGCGCCTCGCGCACGTCCTCCGCATCCCGCGTCACCCGCA^ 



AGCTCAGTGACAGCGCTGTGACGGCAGTGGGGTGTCAGGGGGTCC^ 
TGCCCCCTGCCCGCACCGCGTCCCCCCTATGCCAGTACCTGCTGAG^ 
AGCAGCACCATGGGCAGGATGGCTGCCAGCTCATCCTCGCGG^ 
GTCGCTGGCTCGCCCCATGTAGTAGGGCACGGC^TCTCGCCT^CCA 
CAGCAGGGTCAGGGCATGGGGGACCCCCCCGAGGAATGGTGCCCCAGGA 
TTCTGTGCTGCACCCCCAGTTTGGTGCTGCACCCCCAAAGCTCAGAGG^ 
AACCTCCGAAGCTCATTGTTGCCCTCCAGTTGGCTGCAGCCCC 
ACCGCAAACCCATCTTCATTCCCATTCAATCACCGC^ 

TCCATCTCCATCCCAAACTCAGCCCCAGTTCCCATTTCTCTC^ 
CACCCCATCCTACCCAGTCCCAATCCCAGTTCCAAACCCACATC^ 
ATTCCATCCCAACCCCATTCCCAGTGCCCAGCCTATACCCATCCT^ 
CCACCCCAATCCCCATCCCATTCCCCATCCCATTCCACGGCTACTTC^ 
CCCCAATCCCATTCCATCCGGTTCCCAATCCCATCCCCATCCCTACCCTT 
ATCCCCAGCCCCACCACAACCCCATCCTCATTCAAATCCCAACCCC^ 
CGATCCCACTCCCACTCCCCCCGCCCCGTACCCAGCGCCGAAGCCGC^ 
CAGACCCATCACCGCGGCGCAGCGCCGGCGCTCCGGGCTCAGCGAGAG^A 
GGAGGCGGCGACCCGCGCCCATCTTCCCCATCGCGGCCCCGATCCCCCT^C 
CGGCCCGATCCCAATGCCCGGCAGCGGCCGGAGCTTCTCGGAAACGAGAG 
CGTCTCTCATTGGCTGAGGCGGTGCAGCAGCGACGCTGCTCATTGGT^ 
GATGGTTTCGCGTCATCAGTTGCCAGGCAGATCGGAACACTGCAGTT^TG^G 
AGAGGGGCGGGTGATTGAAAGTGAAAGTAACGGCGGAGCGGGAAGGAG 
GGAGAGCGGCGGCGGTGAGGGGCTG^GGG^TGG^JGGGGGATG^TG 
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GTGGGGACTGTCGAGGGGCTGGAGGGATCTGATGGGGACTGGAGGGGTTT 

GGTGATCGCTGTTGTGTGCTCCAGGCTGGGCTGTGGGGAGCCGGACTGGA 

AGTGGGGGCCGTTCTAAAAGCACTGCTGTGTGTTCCAGGTGCTGAGGGGA 

GCTGAGGACCTGCACCAGGAGCACCCCGGGGAGCCCACCTGGTCCAGCTG 

TGCACCAGAAGCTCTGGGGATCCCCACCCCACAGCCATGGCGATGCCGCC 

CTACATTCTGCGCCTGTCATGCACGCTGCTCCTGGCCGACCTGGCCCTCA 

TGTTGGCCCTGGCCCACTTCTTCCCAGCACTGGCCCATTTGGGCTGGGTG 

GGCTCCTGGCTGGAGGCCGGGCTGCGCCTCCTGGTGCTGGGGGGGGCCGG 

GCAGCTGCTGGCCCCCAGGGGACCCCGTGGGGCTGCAGTGCTGCTGAGCC 

TGGGCCCCGCCATCTTCCTGACCCTACGGGGCTATGTAGGTCTGCCTGGA 

GCTGCCCCGGTGCTGCTGGCCATGGCAACGCCGTCCTGGCTGGTGCTGAC 

CCACGGGACAGCTGTGGTGGCATTGCTCACCTGGAGCCTCCTGGTCCCCA 

CTGTGGCCACTGGGGCAAAGGAGGCAGAGGCCTGGGTGCCCCTGAGGCGG 

CTGCTGGCCCTCGCCTGGCCCGAGTGGCCCTTCCTTGGCTGTGCCTTCCT 

CTTCCTCGCATTGGCTGCACTGGGTGAGACCTCAGTGCCCTACTGCACCG 

GGAGGGCTCTGGATGTCCTCCGCCAGGGGGACGGCCTCGCCGCCTTCACC 

GCTGCTGTCGGCCTCATGTGCCTGGCCTCTGCCAGCAGGTAGGGACCCCA 

CATCCCTCCACAAAACCCCATCCACCTCTGGTGGTCGTCTGGTGGGTTTG 

GGGGTCTCTGTCCATATCTGGGGGTCATCTGATGGGTTCTGGGCACTCCA 

CTGACCCTTTGTGATTGTCTGAAGGGTTCTGGGCTCTCCATTGACCCCTG 

ATGGGTTTTGGAGTCGCCCCCCCAATTCCTTCCCAGCTCGCTGTTTGCCG 

GCTGCCGCGGTGGCCTCTTCACCTTCATCAGGTTCCGCTTCATCTTGCGC 

ACCCGCGACCAGCTCTTCTCCAGCCTGGTGTACCGGGACCTCGCCTTCTT 

CCAGAAGACCACAGCAGGTACAGACTGGGGGCACTTTTGTCCCTGTCCCC 

ACACCATACCCCCAGCTCACCCTACTCAACTCCACAGCTGAGTTGGCCTC 

CCGGCTGACCACCGATGTGACGCTGGCAAGCAACGTGTTGGCACTCAATA ^ rmrr , n 

TCAACGTCATGCTGAGGAACCTGGGGCAGGTGCTGGGGCTCTGCGCCTTC FIGURE 10 

ATGCTGGGGCTGTCCCCGCGCCTGACAATGCTGGCACTGCTTGAAGTGCC 

GCTCGCCGTCACCGCACGGAAAGTCTATGACACCCGGCACCAGGTGATAG 5& 

CAGGGATGGGATGGTAGGGTTGGGGTGACAGGGATGGAGGCAATGGCAAT 

GGGATGGGAACAGTGGGAGTGGGGATAGTGAGGTGGGGATTGTGGGGTCA 

GGGTGGCAGGGATGAGGGCAGCTGCAATGGGATGGGAACAGTGGGAATGG 

GGAGAGCAGGATGGGGATCATGGGTCCAACACAGCAAGGATGAGAGGATG 

GAGAAGAGTGG AG CAGGAATGGAAGT GG GAT GGCGAGTACTTGGCCATCC 

CATGGGTGCTGACACCCACTGTCCCCCCCAGATGCTGCAGCGGGCCGTGC 

TGGATGCAGCAGCCGACACCGGAGCGGCAGTGCAGGAGTCCATCTCTTCC 

ATTGAGATGGTACGGGTCTTCAATGGCGAGGAGGAGGAGGAGCACCGCTA 

CAGCCAGGTGCTGGACAGGACCCTACGGCTGCGGGACCAGCGGGACACAG 

AGAGGGCCATTTTTCTCCTCATCCAGCGGGTGAGGCTGACACGAGGGGAC 

ACCCTGGTGTCTGGGTGGGATCGGGACATCCCCGCTGAGCCCCATCCCCA 

CAGGTGCTGCAGTTGGCCGTGCAGGCACTGGTGCTGTACTGTGGGCACCA 

GCAGCTCCACGAGGGGACCCTCACTGCCGGCGGCCTCGTTGCCTTCATCC 

T CTACCAGACT AAAGCT GGCAGCT GCGT GC AGGTGAGGT C AGGCAGTGCG 
TCCTCTGCCACCGGATCCCCATGACTGTGGCCACATCCCCGTGTCCCCAC 
CCTGGGTGCTGTGCCTGGGGGTCACATCCCCATGTCCCTATCCTGGGTGC 
TGTGCCATGCAGGCACTGGCGTACTCCTATGGTGACCTTCTGAGCAATGC 
AGCGGCCGCCTGCAAGGTCTTTGATTACCTGAACTGGGAGCGAGCTGTGG 
GTGCTGGTGGCACCTACGTGCCCACCAGACTGCGAGGCCACGTCACCTTC 
CATCGGGTGTCCTTCGCCTATCCCACTCGCCCTGAGCGCCTCGTCCTGCA 
AGATGTCACCTTCGAGCTGCGCCCCGGTGAGGTGACGGCGTTGGCGGGGC 
TGAATGGCAGCGGGAAGAGCACCTGCGTGGCACTGCTGGAGAGATTCTAT 
GAACCTGGGGCCGGGGAAGTGCTGCTGGACGGGGTGCCGCTGCGGGACTA 
CGAGCACCGCTACCTGCACCGCCAGGTGAGGGGGTGGGGGGAGATGTGGC 
TGCACTGAGCAGTGCTGGGGCTGAGCCTCTGCCCTGGGGCAGGTGGCACT 
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CCTACGGGATGGAGGACTGCGAAGAGGAGGAGATCATAGCAGCTGCAAGG 

GCTGCGGGTGCTTTGGGCTTCATCTCTGCACTGGAGCAAGGCTTTGGCAC 

TGGTGAGTGCTGGGGAGCAGGGGGGGACCCGGGTGTCTGACCCCACTCAT 

CCCCACCCTCATCCTGCAGACGTAGGGGAGAGAGGGGGGCAGCTGTCAGC 

GGGGCAGAAGCAGCGCATCGCCATCGCCCGCGCTTTGGTGCGGCATCCCA 

CCGTCCTTATCCTCGACGAAGCCACCAGTGCTCTGGATGGGGACAGTGAT 

GCAATGGTGAGCACTGAGCAGTGGGTGGGGGGAGGGTCTGGCCCTGCAGT 

GCATGCTGATGGGCAGCTGTGTGTCCTACAGCTACAGCAGTGGGTGAGGA 

ACGGAGGGGACCGGACGGTGCTGCTCATCACCCACCAACCACGGATGCTG 

GAGAAGGCAGACCGCATTGTGGTGCTGGAGCATGGCACGGTGGCTGAGAT 

GGGGACACCCGCCGAGCTGAGGACCCGCGGCGGACCCTACAGCCGGCTGC 

TACAGCACTGAGAACCATGGAGCAGCTGGAGTGGCATGCGATGGGATATG 

GGGAGCAGTGACTGCCTCTGCTTCCAGCTGCAGGATGGGATGCTCTGGGA 

TTTGTGTGGAATAAAGTGGAGATGCTTTGTAGAGGAGTGGGTTGGGATGT 

GGGGGGTGGGCAGCTCATCCTCAGTGCATGATTGGTTATGGAAGCTGAGT 

GTTTGCCCTCAGTTGCAGCAGCACTGTAGGTTATGGAGGAGAGGCACAGC 

TCAGCCCGAAGTGGGACGAAGTTTCCAGCCATGTCTCCATATGAAAGCCA 

TGCAGATACCAAGGAGAGTGCAAGGGCAAATGCTGGGAGAAGAGGGAGAG 

CAGCAGTGTGTGATGGAGTGACAAGCAAGGAGTGTGGGGTGGGCACAGGA 

CTGCAGGGGGTGGGAGGGACTTCTGTGTTCCCCAAGCATTTCCCTACAGC 

AGTCACACCAGGTGGGCTTTGAGTATCTCCAGAAGAGACCCCCACCTCTG 

GTCAGCCGTTGCAGTGTTCTGTGTGATCAGGAATGGACAAAATGGGGCTC 

ACTGAGGTCACTGTCAGCCTCATGTCCGGGCAAGGGAAAGCTGGCCAGAC 

CAGACCAGTCTGTGGGAGGGAAAGGAAAGAAAAAGTGGTCTTGCTAGAGA 

TGTACCTGTGGGGAGAGGTGAGGGGGAGGAACACGGAGGCTATGCCAGCA 

CACAGGGATGGCATCACAAAAGCCAGAGTTCATCCTGGACAGCACTTCCA 

GGACATGAAGCTAGCAACCATCAGCGTGGGGGCACAGGGGGGAGGTGATG FIGURE 10 

TGGGATGGGGGGAATGGGGAGGGCAAACAGCAGCCGGAGGGAGGAGGGCA _ ___ 

GGGTGGTGGGCACTCAGTGCAGGTCCATGCCTGCATCCAGAGAAGCCGAG 

CCAGGACACGGCCCCCTCACCCATCCCAACCCAAACCACAGCACAGAACA SUITE 57 

GACTGCGGGCAGGCTGAGAGCAGATCTGCAGGGCCACCATCAGAATGGTT 

CTGATACACAGGGCATCAGAAGCCTGTCCACAAGTTGGATCCTCGTAGCC 

AGAGGGTAAGGATGTGCAGTGCTGATGGTGACGGGGCGGGCAGCCCTGGT 

ACAATGGGTAGTGGTGTTGGACGGGGGAGAGGTGTGGCAGCAGGGACCCC 

CCCACGAGGTGCTGCGCCCCGGCAGCCTTCTGCGGGACTGGGGACAACAG 

GGAGCACCGGGGGAGGGGGACAGAGGGAGAGGGATAGCGGGAGTTATGGA 

TGGGGAGGGCAGGGGGTGGTGGGATGTGGGATGGGGACACTGCACGTTGG 

GGACACTGAGGGTGGAGGTGGGGACACCGGGGCAGCGACAAGGGACCACA 

AGAGCTGTGCCGTGGGCACATGGATGCCGAGCCGGGCGCGCTGCGGTACC 

GCTGCTGTACGACACACAACGGCCACTGCATGGACTGCAGTGCCACTGAG 

TGCCACCAGGGCCGGGGGTGGGACACAGAACTGGGAATAAAGCCGCATGT 

TTGTACCCGGGTGTGTTGGGATCTCAGCGCGGGGAGTCCCGGTGCTGTAA 

GAAGTGCAGGGAGAATGAGGGACCCCCAGAGCCCCTTCCCCCCAGGGAGA 

AGAGCGGAGCCCACAACAACAACAAATCGGGGGGGAAATAAACCAGAAGA 

CGGCTGGAGGGCAGCAGAACAAACGTATTTATTTGGGTGTAGGGTACAAT 

GTGGGGGGAGGGGGCCCAGCAGGGACAGGAGAGCTGGGGGAAGGGCGGGA 

TGAGGGAGGTGGAGTGGGCAAGGTTGTGGGTGAGGATTGCAGAGGCAGCT 

GGATGGGCGGGGGGGGAGGGCAGAGAAGGAAATAGGAGTGCTGTGGGACA 

GCAACCTGGGGGGGAAGTGGGGTGGATATGTGCAGTGACTGCTGGGGGGA 

GGAGCAAGGAGACCACATCCCAACAAACAGGGATGCCATTGGGAAAATGA 

GAGTTCTGCCAGGACAGGGAGCAAGCAACCACCAGCATGGGGTCACAGAG 

GAGAGGTGAGAAGGGATGGGGGTACACAGGGGGGAGTGAGCAGCAGGCAG 

ATAGAAGAGGGGAGGGCAGTGGGTACTCAGCACAGGGCCACATCTGCACC 
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TTATTTCACAGGAAGCAGTGCAGGCAAAGCATAACAGTCAGCATAGGAAG 
CAGAATGAGATGTGAGAGGTCAAGAGGATGGGGCTGTGCCCATCACTGAC 
CCCAAATGCTGGTGTGGACTGTTGGGTCCTTGCAGGCTGAAGCACAGCAC 
TCAGATGGCGGGGTTGCTCCCTGTGGGGATGAGAAGGGATGATGTCCCAC 
GGGGCCAGGTTCACATCCCAACCCTCTGCTCCGGGGGTCTCCCCGCAGAG 
CCCCAGCATAGCCCAGCCCTGGGCAGTACCACAGAGAGCACACGGACCCC 
TCCCAACCCACAGCCCCACACCGCACCTGTGCTCGAGCTGCTGGATCCAC 
CTTCCCTGTCTATAAGGGAGGAACAGCTGTGAGATCCAGCCCTGTGCTCC 
CTATGGGGCGTGGAGCAGCCCCAAGCACCAGGAATGGGTACCCTGGGAGA 
AAGTGCAGACCCCAGGACCGCCCTGGCACTGGGCAGAGGTGGGGGACAGC 
GCTGCCCTCATCACTCACCGGGCGCGATGTTGTAGCCCTTCCCCTTCTTC 
CCTGCAGACAGAGAGATGCTTCAGCACAGGTTCACATCACAGCCAGGCTG 
AGGGCTCCCAAGGGGGACCCAGATCCCCCCACTGCCCGCCTGCACCCCTC 
TGCTTTTACCTGCATGGCGTCTGTAGATGATGAATCCAACACCAACCATG 
ATGGCAATGGCCACAATGGCGACGGCCACCCCCGCCACGATGGGCACCAG 
GTTGGGCTGTGGCGGCTCTGGGGGAGAGCGGGGCCATCAGCAGGGGAAGG 
GGCAGCCCGCAGCCCCCCAGCCCCACATCCCCTCACTCACCCCACGAGTA 
GAGGCCGGGCTGGGGCAGGCTGGCGTGCTCCACGCGGCACTGGTACTTGT 
CCCCGTCCCCCGGCTGCGCATCGATGGTGACCCAGGTGTGGTAGGTGCCG 
TCGCCGTTGGGCACGATGCCCCCCGAGTGGGCGTCCTGGCCCCGCACCGC 
GCCGTCCTTCAGCCAGCTGACAACGATGGGCCGCGGGTAGAAGCCGTGAG 
CGCGGCAGGACAAGGTCAGGATCCCGTCGGCCTCCTTCCCCCACACTCGC 
ACCTCGGGCCGCTCTGCGGGCGGGCGGCAGTGAGGGCCGGGCTGAGCTCC 
CCACGCTGAGCCCCCGCCCCACGTCCAGCCCCACACTGCAGCCGCTCCCC 
CCCCCACCCCGCTCACCTCTCCTGCCCAGCTCAGCCTTCCCGTATTCCAC 
GTATCTCCGCAGCCACTCCACGCAGGTTTCCTCCAGGTAATTCTTCCACC 
TCTCAGGTTCACTCTCTTCCTCCCATTTCCTCTTGGTGGGAACTGCCTCT „ 
GGAACTGCCGCAGTGAACGTCATCGTGCCTTTGTCGAAGGCAGTGAAGTC FIGUK * XU 
TCTCCCATCGTAGGCCATCTGATAATACCCCCGGATGGGGCCGCCCTCGA 
GGATGTCACAGCCGTACATCCACTGCACCGTGTGAGACCCTGAAACACAG SUITE 58 
CCGGGCAGGGGGTGAGGGGCCCCTCCGGCTCCGGGGCTCCCACTGCAGCG 
GGGATGGGTTGGGGTCCCCCCGGGACGCGGCACCCCGAGCGCGGTGGGGC 
TGTGACGGGCAGCCCCGGGACGGTGCCGCCGGGCAGGGCCAGGCCTGGGG 
GGTGTGGGCGGCACTGCGCCATGGAGCCCATCCCACACCCACGGAGCCGC 
GGCCCCGGCCGTGCTCACCGCCGGTCTGGTTGTAGCGCCGCTGCAGTATG 
CCCAGGTTCTCGCGGTCAATCTGCTCATTGCCCTGTCCGATCTGCGTCTG 
TCCATCCCAGTACTGCTGGTCCGCCTTGGCCGCTATCCACTCGGTGCGGG 
GCACGTACCTCCGCGCGGTGCTGTTGTAGTGCACGAAGAGTTCCCCGTCC 
ACGTACCCCACAGTCACGAACCACGGCTGCCCGGGGCCGGGATCCGTCAT 
CGCCGTTTGGATGTACCGCAGGGTATGGAGCTCTGCGGGGACGGAGCACA 
GCGGGGCCGTGAGCCGCGGGTGTGGGTCTGAGGATCCCACGGACACAGCC 
CCGGGGTGGGGTTACGGGCGGGGAGGGGTCCCGGTCCGGCCGCACTCACC 
GGCCGCCGCCCCGCACACGGCGGCGAGCAGCAGCCCCAGGCCCAGCGCCC 
CGCACGGCCCCATCGCCTCGCACCGCTGCACTCTCAAGTCCGCCGCACCC 
AGCGCAGCTCCTTCAGCTTTTCCTACTCCTCCGCCCCGCCCCGCGCCCCC 
ATTGGCTCCTCCGTCGCCTCTCCGCCAATGGTAGTTGGAGTTTTATGTGA 
CGTCATCGGGCGCCAGGCAGAATGCGCTCCCTCAGGTTGTGAAGCGAAAG 
CGAAAGCGCGGAGCGGGGGAGGGGATGGGCGCGGTGTGGGAACCCCCGGC 
CCTTCGAGCACGGGGGGGCACCCGGGCTGTGTTCGCACGGGGCCGCGTCC 
TTACCCCGGGGGAGGGGGCCGAGGGTCTCTGCCGGGAGGACGGGGGCCGT 
GAGAAGAGGAGGAGTCATTCTCCATTCCAGTCAAGGAACTGTTTGGGGGG 
GGGGTCACATCCATAGGGTTAGAGGCTCCGTGTCCGGGGGGGAGGGGGTG 
GTGACAGTGGTGTCCCCCAGGGCTTCCTTTGGGATCAGTGCCATTTCCCC 
ACAGCGCCGCCCCACACCGCTTCCCCACATCCACGTGGTCCATCTGAGGT 
CGATGCCCTCAGGGTCTGCAGGTGGACCCCAATGTCCACCCCCCAAGTTA 
FEUILLE DE REMPLACEMENT (REGLE 26) 
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ATGATTGACCCCAACCCCGCTGTCCCTGCGCCACTGCTCCCATCTGCCCC 

ACACTGCCGGAGCCATGGGGCCTCACTGGGCCTTCAGCCTCTTCCTCCTC 

CTCTTCCTCACTCCCTTAATGAGGGCCAGCTCCCAGGACCCTGAGTATGG 

GGCTATGGGGTGTTTGTGGGGTAGCTATGGGACTATGAATGTTCTGCAGT 

GCCTATGAGGGACTATGGGGCACTGGTGGGGCTGGGGGCTGCTATAGGAT 

TGGGGTGTGATGGAGTCTGGGGGGACTAAGGGAGATTTCTGTGTGGTTGG 

GTGGGGTTATGGGGCCAGAGCTGGGGGGATTCCTATGGACCTAAGGGGTG 

TCTGGATGCTTATGGGATCTGGGAGGGCTTATGGAGCAGTTATGGGGCTG 

GTGGCTCAAGCAGTGTTCCCTCAGGTTGGTGCTGGTGGCCCCCCGGCGCG 

TGGCCTTGGGGACCCCCATGGGGCTGTTGCTGGCAGCTGTGGGGCCGGTG 

ACCGGGACGGTGACTGCATGGGCTGAGGGGGACCGTGGGGCTGGGCCCTG 

CACCCTCCCAGTCCCATTTGCCCTCACACCCCACAACAACTTCAACCAGC 

TCCTACAAATTGAGGTATGGGGACACCGGGGGATATGGGGACACTGGGGG 

ATGTCCTCTGGGGTGAGGGGGTTGGGGACACCCCTGTGGCACACAGGGAT 

GTGTGCACCCTTGGGTCCCCTCCTGCCATGTCACCCATGTCACCTCACAT 

CTCCTTCCCCAGAGTTCCCCCCATGTCCCCATAACCCAAACACCTCCTGC 

TGTGTTCCCATGTCCCTTATAGGTCACCCCAGTGCAGGCAGAGCGCTGTG 

GGGCGCTGTGGGGTCGGGGGTTGCTCCTGGAGGCCCACAGCTCCCATCTG 

CCCCCCCCCAGTACCAGGAGTCTGAGTGTGGCCCTGGGGGGGCCGCGGGG 

TCACCTCATTGTGCAGACAGACAAACCTCTCTACGCCCCCCGACAGACTG 

GTGAGTGCTCCACGTCCACCCTAAAGCCATCCCTCATCTGCCCACAGTTC FIGURE 10 

TCCCCCCAGTGCCCCAAATGCTCCAATTCCCCTAAATCAACCCCAAAATT 

CTCCCCAAAGCCCCTCCAAATCTACCATGAATTCCCCAAATCCACCCATT qttttf 

TTCACCCTACATTCACCCATTTACCCCAAATTCACCCCCAGCACACCCCA oUllfi 3* 

AATACCCCTGGTCACCCAAAGTCCCCCAAATCCCCTTCAAATTCCCTAAA 

TCCATAACCCCCATCTGTCCCCATGTGTCCCTTTGTCCCCAGTGCGTTTC 

CGGGTCTTCTCCATGGACCCCGACCTACAGCCGAACCCCGAACCTGTCCT 

GGTCACCATCACGGTATGGGCCCTATAGGGCTGGGGCTGTGGGTGACCCT 

GTGGGGTTTGGGTGACCCTACAAGGCTGTGTACCCCCATGTACCCCCAGA 

ACCCGTTGGGTGCACGAGTGCGGGAGGTGCAGCGGGTGCCCCTGGACACG 

GTGCTGAGCGACCAGCTGGTGCTGCCTGACATCGCCCTGTGAGTGGGGCT 

ATAGGGGGCTACAGAGGGCTGTGGGGTGCGACAGGGGGCTATGGGGACTG 

GGGACTATGGGGATTTGGGGCTACAGGGGCTGCAGGCGGGCTAGAGTAGT 

GGGGGGGATTATAGGGTTACTGGGGCATTACAGTGGCCATAGAAGCTATA 

GAGGGCTGTGGAGAACTATAGGATACCTTAGGGGCCATAGGGGTCTACAG 

GGGTTATAGGTGAGCATGGGGAAACATAAGGGCCATAGCGACTCCGGAGG 

GCTGTAGCACACCATAGGGGCCATAAGGGCCCTGGAGGGCTCTAGAGGAC 

CACAGAGGTGTATGGGAGGGGCTATAGGGGACTATAGGGTATAT 
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ACATGGGAACACATGAGGACAGGGAGAAACTGCAGGGACACAGGGACACT 

TGGGGGATAGGGGGATGGTAGTGATGCATGGGGGGGGGCACATGGGGATG 

TGTTGGGGCACACTGGGATGTGTGGGGATATGGGGACACATGGGGAATAT 

GGGGATGAGTGGGGACATATGGTTATTATAGGGATGTATGGAGACATTGG 

GACACATGCAGAGGAGGGGACAAATGGGGACACACTGGGGGACAGATAGG 

GACATGGGGACACCCAGGGAGGGACACCCCAAGTTCCCCCTTACCGGCGG 

CAGTGATGGTTCCTTCTGTGCCCATCCCCCCCTGCAGCAGCGCAGTGACA 

CCGTACTGCGGGGTCCCCACCGCCGCCACCCACCACTGCCCCCCCGCGGT 

TGGGGGGCTGCGGGCGTCGGGGTGCAGAGGGCGGCTCCATGGGTCAGAGC 

CGGTCTGGGGGTTCGTGGGGTTCAGTTCGCAGCTGGGGGGAGTCCGGGGG 

GGGACCCCGAGTGGGGTCAGAGTCCCCCAGGGGTCTGCGAGGGAGAGAGG 

AGTGAGAGGGATGAAGGGGTCTGAGGGCATGGGGTTGGGAGGGGTGTGGG 

GCGTAATGGGGTCATTTTGGGGTTAATGGGGACACTGGGGACAGTTTGGG FIGURE 10 

AGCTATTGGGGCTAATGGGGTCTCTGGGGGACATGGAGGGGACATTGGGG SUITE 60 

ACATTTGGGGTGTAAT ' 



FEUILLE DE REMPLACEMENT (REGLE 26) 



WO 99/27132 



PCT/FR98/02501 



987110 
E52REV.txt 



TGGCTGATGGGCTGTGTCCTATGAGCGCAAAACACCACAATGGGCAGAAA 
AACCTTCCTCCAGAGGACCAACCCCATCTCTATGGCTTCTTTGCACCTGG 
CCTTGCCCAAAATTGGGTTATTTTTGAGAAAAAAATGGGCCATTTCTCTG 
CTGGTTGTCCAAGCAGCAAGAGATGCTGGCATGAGTCTCACCAAGCCAAG 
AGGTCTGTGGGACCAAGAGAACTCTTTTCTCTCCCATTAATGATGAGTAA 
CTCCACCTTTGGGCACTCTTAAGGTGAAAATCCTCAAAATCTGCAATTTT 
GAAGGCGCAGCTCCCACATTTCTCATCCCCTTTGTTCTGTCCATGGCAGT 
GCAGGCATTCCAGCCCCATCCCCAGCCCTGTGCTCAGTGTCCCTTCGACT 
GGATTGGATTCAGAGGAAAATGCTACTACTTTTCAGAGGATGAGAGCAAT 
TGGACGAGCAGCCAGAACAACTGCTCTGCTCTTGGTGCTTCCTTGGCTGT 
GTTTGACAGCGCTGAGGACTTGGTGAGGGGGACACAAAAGAGCCACCAAT 
GTATTTTGTCCGCTTGAGGGCCCCTTGGCTGCTCTTTCAGTGTTTCCTTT 
CTGATTTTGGGGTGAGGAGGTGGATAATGGTTGTCCTGAGGGTAGGTTGG 
GTCTACTCCTCAAAATTCTTCAAGGGATTTAAGGGAAAAAAAAGATGTTT 
TTTCTATGAAGTAACCACGCTGGCTTAGAGACTGTGAGCTTTGGTGATGG 
ATTGGGCAGTTTCAAGCACTGAGATTATTGGTTGAAAGGGTTCTGCAGGC 
AGTGGCATGCAGGAAATGTCCCAGAGCCCCATGATCTGTTCCCTCTCCTC 
TTTTCCAGAGCTTCACAATGAGACACAAAGGCAGCTCCCCCCACTGGGTT 
GGCCTCTCCCGGGAAGGCAAAGAGCATCCATGGGAATGGGTGAACCGCTC 
TCCTTTGTCTCACCTGTGAGTTCCCATCCTTGTCTTGGAGGCTGCAGCTT 
CTCCAGCCCCAAAATGTGGATTTCTGGACCTCGGGAGCATTTCTGGAGGT 
GGCTTATGGGGTGAGGAGATGTGGGGAAGGCACTTCGCACCGCTTTGGGT 
C AT AG AAGTT C ATT GAG AG G C AG AAGT G GC G C AG GAAAAAGAGATT C CT A FIGURE 10 

TTTAATCAATTATTTTGTCTGTTTGATTTCACCACTGTGATTTCCTCTTC 

CCCCCCCCCCCAMAACCTGGGGTCTGCCTGTCCGTCTGTCTGTCCATCCA 

GGTTCCAGGTGCAAGGCGATGGTCTCTGTGCATACCTGGGGGATGCCGGG SUITE 61 

CTCAGCTCCTCCCACTGCAGCACGCGGAGGAATTGGGTTTGCACCAAACC 

CGCGTTGCAAAAACCGAGGAAGAACTTCTGCATCAGCACCTGAGCGGCTC 

C C G G AC C C G AAC AC G C GAT G C AAG AGG AGG AAC CC AAAG C AAAAGAG CT G 

CGCTTTCAGCTGTGCTCAGTAGCAACAGGAGGGCGGTGCGCTCCTCCAGC 

CCAGGTCCGACAGTGCCGCCTATGGGGCTGCGCGGACCGAAGCAAATCCC 

AGGCGGAGCTTCGGCTCCAAATTACATTTTTTTGCACCGTCTGACTCCTA 

ATGACCGCTAAAATCCCAATTTTGGGGGCTATCCGTGCGCTGCTTGCAAC 

GACCTTCACCCCTGCGCGATGCAGCAGCAGGTTTGGGGGGCGGACGGTGG 

GAAAATATCCATTTTTCACCGGTTTTTCTCCAAAGGGAAATACTGGGAAA 

GCAATCAGCCCAAAGGACCCTGAAATCGATGAATAAATCGGCAAATTATT 

TATGTTTCGTGTTTTCCCTTCTGTGTCACTGCAGTGCGTTCTCCATGAAT 

TCACTTTTAACGGTGTTTTGTCACAGGAAACACTTCTTCGACTCTCTCCA 

CCACTCCTATATATTCAACAGACCAATTCCTTCTGGTGATTTTATGCAAA 

AAC AAAAGAG TAT ATT TGGTTAAAGAACCCAAACCACCTTCTTGT ACT GA 

AGGGAATAGAAGAGCACAGACCGCCCGCTCCCCTCCCCTGCTGCCGCACA 

ACAGACGGTCCCCGAGGATGTGCAGACAACGCGACGCCGTCTGA 
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TAGNAACTAGNGGATCCCCCGGGCTGCAGCTATGGGGGAGTGGGTGCACT 
CCTTGGCCATGGCTTTGGGTCCCGTTACTCTGGAGGAATTTCCACAGCTG 
CCCCAGGAATCTTGTACATAAAAGTGCACAGATCGATCAGAGATGTCATG 
TTCCTGACAGAAGAAATCCTGTCTCTTCTGATGTTCTCTGTGAAGAGCAT 
TGCCACGAGGGAGCTACCAGCAGGGCAAGCAGAGAAATTGAAGAAAACGA 
AAGATGGGTCGAGGTACGGGATTGGGCAGGTTTCACTTTCTTTAGCAATG 
AGACGTGTCAAGCTGGCAGCTTCCCTGGGAGCCTCTCTGGTGTGGATCTC 
CGGTGGCCCTAAACCTGGTTCAGGCACTGATCAAGGAGACATTACCCGTC 
TTGGTTCATCTCGGCTCACGG 

FIGURE 10 



SUITE 62 
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CGATGGTCCTCCAATGACCTCCATGGTCATCCAGTGCTCATCCCGCGGTA 
TGGCCATGGTAACCCCATGTTCACCCTGTGGTCTCACCCCAATGATGCCG 
TGGTTACCTTTTCGTTACCCTATTCTCATCCCATATCCCCCCTTTCTGTC 
CCTCTGCCCCTTCATGATCCCCTCATGGTTAACAGACGTTTCCCTCTGCG 
ATCAGGTCATGTTCAGCACAAATTCCTCCAGGGTTCCCTTTATAGTGACC 
TCACCATTACCCAATCATGTCCCCGGTGTCCCTGAAGGGGCCCAGATTTC 
CTCAGTGGGACCCAGATGTCTTCAGTGGGGCGGGACCTGGCCATTCCCAA 
TGTCATCCAGGTGTCCATATGGCATGGGACACAGATGTGCACATGGGATG 
GGACCCAGGTGTCCCCACTGTCATCCAGATGCCTCCATGGGTTGGGAAAT 
GACCATCCTCGATGTCACCCAGATGCCCACATGTGATGGGACGTGGCCAT 
CCTTCATGGCATCCCGATGTCCAGCTTGGGATGGGATCCCAATGTCACCC FIGURE 10 

AATGCAATCGCAGTGTCACCCAGATGTCCACAAGGGATGGCACCCAGATG 

TCCCCAGGTGCCACTCATCTGCCTCACCAACCCAGGACTTCCTCCCACTG " — 
CTCCCACTGCTCCCAGTTTGCCCCCATTTCTCCC SUITE 63 
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GATCTTCAGTGATTTTCAGTGGTCTTTGGTGGTCTTCAGTGCTCTTCGTT 
^CTTTGACAAAGATGCAGAGGAGCACCGCTCCCAGACGGACCCCCCGG 

ggISccatttgtcgccatccccactgggacatgcagccattgaccacag 

CCCTCCGGCTGCGACCACCCAACTGATTCCTTATCCAAAGTCCACTCTTT 

gcacact?acctccaatttagtgataaggatgtggcgtgggaccgtccca 

Sggccgcacacaagtccaggtagatgatatgggatgaccatgaagggat 

cacagagaggaacacggggtgaccacgaggagcaacgaaggaaacgctga 

gtgaccacgggIagaaaatggtgtgaccattaggggacaacgag^^ 

cagaagtagtaaggagtgagaatggggtgacaaagaggtgaccatggcat 

Sc^?GATAAGACCATTGGGTGACCGCAGGGTGATGGCCATACCATGGG 

GTGAGCACTGGATGACCATGGAGGTCATTGGAGGACCATCGGGTGGGACG 

AGGGCCGTGGGGACACCCGTGGGGCGGTGGGACGGGGGCAGAGTGTCAGA 

AGGAGCCCCGCGGCGCAGAACTCTGCCTGGAGACGGGTGACGCCGCCCGG 

CGCCGCCGC?GCTCATTGGCCCTCCCCGCCCGGCCCCGGG 

GCGCGGGGTGCCGGGTCCCCCATCGTCCGGCGGCAGCAGCCATG^ 

GGGCGCGTCCCGGCGGCGGGGGCCGTGCTGGTGGCACTGCTGGCGCTGGG 

^?Sgcotg^cggcacgcggccctc«ots^cggjwmcgcgg 
Sgcggggacggcgctgcgtcccccccggagaaacccccggagcccttc^ 
gJcgtgcgcaIcgctcggggctgcggggggacggagggcgggggggggcg 
gcggagccgtggggggcagcggggccggggagggggcggggg 
gggggcggctctgtgccctgaccgtgccctctgcccgcagcgttcttct^ figure 10 

c?gcggtgcgatatccgagtgccactacctgaacggcaccgagcgggtga 

ggtatctgcaaaggtacatctacaaccggcagcagttcacgcacttcgac suite 64 

fSrACGTGG^AAATTTGTGGCCGATTCACCGCTGGGTGAGCCGCAAGC 

TGGACAGGTTCTGCCGGCACAACTACGGGGGTGTGGAGTCCTTCACGGTG 
CAGAGGAGCGGTGAGTGCCGCGGGGCGCAGCGCGGACGGACGGGCAGGCG 

rrTGGGGGGCTTCGTGCTGGGGCTCGTCTTCCTGGCGCTGGGGCTCTTCG 
GGGGGGTCGGGAGCGGGGGG 
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FIGURE 10 
SUITE 65 
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TAACCATGAGTGATAACACTGCGGCCAACTTACTTCTGACAACGATCGGA 
GGACCGAAGGAGCTAACCGCTTTTTTGCACAACATGGGGGATCATGTAAC 
TCGCCTTGATCGTTGGGAACCGGAGCTGAATGAAGCCATACCAAACGACG 
AGCGTGACACCACGATGCCTGTAGCAATGGCAACAACGTTGCGCAAACTA 
TTAACTGGCGAACTACTTACTCTAGCTTCCCGGCAACAATTAATAGACTG 
GATGGAGGCGGATAAAGTTGCAGGACCACTTCTGCGCTCGGCCCTTCCGG 
CTGGCTGGTTTATTGCTGATAAATCTGGAGCCGGTGAGCGTGGGTCTCGC 
GGTATCATTGCAGCACTGGGGC FIGURE 10 



SUITE 66 
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TCCCTAGTAACGGCCGCCAGTGTGCTGGAATTCGGCTTAGCGTGGTCGCG 
GCCGAGGTACATACCCTGCCCGCAGTGATGTCTCCAAGGTTGATTTAAGC 
AACCAGCTCCTCCCTGCCACGGCTCCAGGCTCCACATGCCTGGGTTAAGG 
CTGGGTTTGTTTTTTGAGACAGTGTCTTAACTATGGAGCGCTGACTGTTC 
TGGAACTCGCTCTGTAGACCAGTCTGGCCTTGAACTCAGTGATCCCCCTG 
ACTCTGTCTCCAGAATGTGGATTCTCCCA 

FIGURE 10 



SUITE 67 
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GGATTCTGACACCCCTCCTCCCCCACCCCCAAAGGTGTTCCAGCGCCGCA 

TGGATGGGGGCACCGACTTCTGGAGGGGGTGGGAGGAGTACGTCCATGGC 

TTCGGGAACGTTTCTGGGGAGTTCTGGCTGGGTGAGGACCCCAAAACTTG 

GGAAGATTGAGGTCTGGGGTGGGGGGGGGGAACACCCAGGGCGGAGAGGG 

CTGATGGCTGCAGGACGTGGAGTGGGATCCCTGACGGGGGTGTGGGGTGG 

GGGGTGTGGGGCAGGGGCCCCAGGTGGGTGTGTAGGGTGGGGATGATGAC ' 

GATGGCTGTGGGATGTGGCGCAGGGAATGCGGCGCTGCACACACTGACAG 

CTTCCGGGCCCACGGAGCTGCGTGTGGACCTCTGGACGCCGTCAGACAGC 

GCCTTCGCCCGCTATCGGGATTTCGCCGTCAGTGGTCCTGAGGACAATTT 

CCGCCTTCACCTCGGGGCCTACAGTGGCACAGCTGGTGTGTGTGGGGCAG 

TGGGAGCTCCTGGGGGATATTAGGGTTAACCTTGACCCATGAGGGGGGCT 

TTTGGGGATACCCAGATCAGGGGGGGGGGGAATCCTGGGGAGAGTAGGGG 

ATGGTCCCTTTGCCCACAGTGAGGGGGCCTTGCCTTGCAGAGGTCTTTAA 

GATCGTTGACCTGTTGGGATCTCTTGGGGATCTCCAGACTGCAGGGAGCC 

CCGGGGGTTCTTGGGGGGCTCTGCCCCACAGGGTGGTCTCTGTGAGGGTG 

TGGGGGTACCTGGGGGGTCTGCGGCTCATCCTTGGGGCTCTGAATGCTAT 

GTGGGTGTCCTGGAAGGCTCTCTTTAGGGGTCCCCATAACCTTGCTGTGG 

GTCCCACAGGGGATGCACTGTCCTACCATGCTGGGAGCCCCTTCTCCACG 

CGGGACCACGACCCCCGAGGCCGCCCTCGGCCCTGCGCCGTCGCCTACAC 

CGGAGCCTGGTGGTACCGCAACTGCCACTACGCCAACCTCAATGGGCGCT 

ATGGGGTGCCCTACGACCACCAGGCATGGCTATGGGGGTTGTAAAGGGGT 

CTGTGGGGATTGTAAAGGGGTCTATGGGGGTATAAAATCAACCCAATGGG 

ACAGGAGGGGGTCACCATGAGGCCATGGGGGTTTTGTGGGGTAAATGTGG 

AGGGCTACCCCCCCCCCAAGGTCCTTTTAGCCCCATGTCTCTCCTGTATG 

AATATGGAGCCCTACAGGAGCTGTGGAAGCTGGAACACAAGCTGGAACAG 

GGAGGGGATACTTTGGGCCCCCCTGTAAGGCCTATATGTGTCTATAGGGT 

CACTGTAGGTTGTTTAAGGGCATGACCAAGTCCCCCTTCCTTTCTGCAGG 

GCATCAACTGGTACCCCTGGAAGGGCTTTGAGTACTCCATCCCCTTCACA 

GAGATGAAGCTGCGACCGCAGCGTGACTGAGAGCACTAGAAAGGTCGTGG FIGUR£ 1Q 

GTCGCAGTGGAGCCTTTATGGGGTCAATAAAGCTGCGAGTAGCCAGTGCT 

GACCCATGTATCCCACACACTGGGCTCAGGAGCTATGGGGGTGGGCAGGG 
CGTGAGGCGCACGCGGAACGGGGCACAGCGCAGCACGGTGCCAGCAGTGA SUITE 68 
CCCCTAAGTGGGGCAGAGCCCCATCAGACGGTGGCTCCAGGCGGAATCGC 
TGTAGGATGTGCCCCAAAAACACAAAGAGCTCTGCCCGAGCCAGCGCCTC 
CCCCACACACGAGCGTGCCCCACAACCAAAGGGCAGCAGCGCTCGCCATG 
GAGCCCCCGGCTGCAGGAACCGCTCTGTGGGGCAGAACAGAGATCAGAGT 
GGGTGTAGGGGGAGGAACCCAGCCTGGGGTTCAAAGCCCACATCTATGGG 
GTGGACCCACACATACCGGGCAGGAACTCATCAGGACGGTCCCAAATCTT 
GGGGTCGTGGTGCGCAGCAAAGAGGTTTGGGATAACGATGGATCCCGCAG 
GCACTGGGATTCCCGCAATGCTGGGAAGGGACAGAATGCTGATAGGATGG 
ACTGGGAGAGCCTACAGAGGCCAAGTGGGACATACTGGGACCTGCTGAGC 
TATCCTAGAGCTTACTGGGTGCTTGATGAGTTCTACTGGGACCGACCTAC 
TGGTAGGTCCATGCTGGTCTGTAGTGGTCCACACTATTACAGACTGGTCT 
ACAATGGTTCATTCTAGTGCAAAATACTGACACGCAGTGGTGCACGGTTC 
TGCTCGCAGACATGTGGCCCGCACTGGTTGGTACTGATCCCCACTGGTCT 
GTATGGCCCCATACCAGCCCGTACTGGTGTTACTGGCTGTACCTGGAGTG 
GCGCCGGGCACAGTGGGGCAGCGCGAGGGGCACGGGGGGTCGCAGGCGGA 
GGGTCTCGGTGACAGTGGCACGGAGCAGTGGCAGTCGCCCCATATCCCCT . 
GGCTTTGGGGTCCCCCTGGGGCCCAGCACCTGGCGCAGCTCTGCACGTAC 
CTGGTCCTGCACCTGGGACAGGGGACACGTGTCAAAGCACGTCACCAAGT 
GCCACATCGGGTCACTTGTGGGGTGGCCCTCCCCTGCACGGGGACACAGG 
CAGCAGCGTGACACGGAAGTGACATGAGCGTGACATTTTGGCACTGGCCA 
CAGTGCAGGGGACACCAGGGGCATTATGCACACAGGGTTATGGACATGGA 

TGTGACATGCATj ~ 
GGACATGGGTGG* 
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TGTGACACAGATGTGATGTGGTGTCACCTGGGGGTGGTGCAGCAGGAAGG 
CCACAGCCCATAGCAGAGCCACTGCCGTCGTTTCGGTGCCACCGATGAAG 
AGATCCACGAGGGCCATGTGCAGGCGGTCCCCCCCCAGCGGCCCCATAGG 
GACAGTGGGGTCCCCCCCCAGCAGTGCTCCCAGCACTGTGTCCCTGGGGG 
GAGACGCACAGCCCTGTGGGGACACACGTGTTACCCCCTGGGGCCCTGTC 
CCCCCCCTGTACCTGTGTCCCCACGTTCCCCACCTGGTGCCATCGGATCT 
GGGACTCCACAAAGGCATCGCGGCGCTCCACCAGGCGCAGCAGCTCCCGC 
AGCCCTGCGTTGGGCAGCACCTGTGGGGCACAGGGACCCCCCCCAGTGCT 
CCACAGAGCACCCCTGGACCCATAGGGACCCCATATTCCCTCCCAGCCCC 
ATATATAACCCCCCCCCAGGGCGATATAGCCCATCCTTAGTATAGACCCC 
TGCAGCCCCATATGGACCTATACCACCTCCTCTTATGACTATATCCCGCA 
GCCCCACGCCGATCCTATATGCCCTGTAGGGCCCTGTAGGGCTCACCCTT 
AGTGAAGGCAGCACATCCAGTGCCCGCACACTGGCCCGGCCCCACACCTC 
CAGCAGTTCCACCACACAGCGCGTGAAGGAGCGCACCTCCGCCTCGGGGG 
GCATCTGTGGGGCACAGGGCTTGGGGTCACCCCAGAGAGACTCCTGAGTC 
CCCCCAGAGACTCCTGAACCCAAAGAGGTACCGTGGTCATTTGGATCCCT 
CTAGAGGTGACTGGGTTCCCAAAGGGACACCTCAACACTTGTGTCCCCTT 
CAGGGGCACCTGGATATCTGGGACTCCAAGTGGCACCTGAGCATTTGGGA 
CCCACCCTCCTTGGACACCTGGGTCACCCCAAGGACACCTGGGACCCCTT 
CAAGTGGCACGTGGACATCTGAGCCCCCTGTAGTGGCACTTGAGTCCCCC 
TGCTCCCCCAGGTGACACCCAGACCCTGCAGCCCCTCGATATCCCCACCA 
GGTCCCCGAAGGCAAGGCGGCAGATGGTGCTGCAGGTGTGGAACGTGAAC 
GCCTCAAAGAGGTCCACTGGGGCAGCCCCATAAGAGCTCAACTCCTGTGG 
GGTGAGAAATGGGGTCACTGAGCGGGTGCGGGTGCCCCACAAGGGGGGTT 
GGGGTGAGTCAAGGGGACGGGCAGCACAGCCCTGGGGCTGATGGGGTCCA 
CCTGGGGTTGGAGGGCCCTGTGTTGGGGTGCTCACCTGGCACAGCGCCCA 
GCCCTGCAGCTCCAGGAGGGGCTCCAGGTGCCTCACAGCTCGCGCCAGTG 
CTCCCCGCGTTGCCCCCCGCTGCCGTCGCCACTCTGGGGATGCATCCCCC FIGURE 10 

AGCGCCAGGTCCTGCCCCCCCCGCGACACCAGGGACGCTGTGGGGTGACA 

CCCATATCACCCTGGCACCCATGTGACCTCCGAGAACCCCTCAGACAGCT 

GTACGGATCCTTGGGGACACATCCAGAATCCCCCAGGCACCCACTGGGAT ^ 

CGCTCCAGCACCCATGGGGACTGTTAGAGATCTCCTCCCCCCCAAAAAAT 

ACAACCAGACCCCTTCAGAGATCATGGGGACCCCCCCAGTACCCCCTCCA 

GAT AC C C AAC AGT G AC CT AT AGAGAC CT C C CT C C AC C C AAAAGC C AT GGG 

GACCCCTCAGGCCCCCCCCCCAGACACCAATTAGTACCCCCCAGAACCCT 

TCAGAAACCTACAAGGACCCACCAGAACCCCCTCAGATACCCATAGAGAT 

CTTTACAGACCTCCTCCTGGGACCCTCCCCAGGAGCACAAATCCCAAAGA 

ACCCCCCTTGAAGATTCACAGGGACCCCCCTCTGACTCACCCCAAACCCT 

CATGGGGACCTCCCAACCCCTACAGCCCCCCCATACCCAGGTAACTGTGG 

GGGCGTCCCACGAAGTCCCCCCAGCGCCGTGCCAGTGCCTCACGGATGGC 

TGCTGCAGAGCTCAGCACCACCACCTCTGGGGGGGTGGGGGGGGAGGGGC 

AAAAAAT G AGT G AGTT G GAAGG AAG GGAC C C CAT G G GG AC C CCAAAAACC 

AGGGAGAGGGGAGAGGTGAGGGGTGCCAGAACGGAGTTGGGGGGGGGGGG 

GGGAGGGATC CCAAATTATTTTTT GGGGGGGGGGAGT AG AATGAGAGGAC 

AAATTTGAAGGGGAGCAGAAGGGAATTGGGGGACAGTATGTGGGGGTTCC 

TCCATCCTCTCAATGGGTAATTCTGGGGAGCCTGTGAAGTTGAGGGTCCT 

AAAGGGGGAAGGCTCAAGGTCCCAAGGAGGGAAGGGTTATGGGGAAAAGG 

GGGTAATGGTGGTCCCAAGGGGTATCAGGGGGATGGGGGGGGGGGGGGGT 

CATGAAGGTGCCGCCCCTACTCACCACACCCCCCCAAGCGCAGGCATAAG 

GGGTCCCCGTAGGTCCGGGCAAGGATGTGGAGGTGCCGTGGCCCCCCTGG 

GTGCAGGAGGTGCAGGGCCCCCCCCCACGGTGCTCCCCCCCGCCTGGCTG 

AC C C C C C C C AG AT C AGAG C C AGG AG AAGT AG C AGC AG AAGT AT C GT C AC C 

GCCATTGTTCTGTGGGGTGGGGGGCCCCAGCTCTGCCCCTATAACACCTT 

ATGAGGAGGAGGTACCCCAAAAGCTCCACCCCCCCACATCCAAACCCCTC 

CTACCAGAAGAGGGGCATTGGGTTCACTCCCCTAAAATTATTGTGTGCCC 

C CCAG FEUILLE DE REPLACEMENT (REGLE 26) 
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ACCCCCCTCTTCAAGTCATTATAAACTTTACAGGGGTGTCCTCATAAAAA 
TACAGGAGTGTGTCCCCCCACAAAGTGCTCCCAGAACCATCGGGTGCCCA 
TCCCACAAGAAAATCTCTCAAACTCCCATTGTGTGCCCCCCAACCAACAA 
AGATTCCTCAAACTCCCCCCCCCGCCCTCTACCCATATATCCTCCCAAGC 
GCTCCCCACCCCTCCGCACACCACCTCCCCAAATCCTCCCCCATTACCAT 
AATCCCCCCCACCCCAGCAGCAGAACCCCATCACCGCTCTGTGCGTCTGT 
GTGTGTGAGTAGGGGACGGGGTGTTTATTGAGGGGAGGGGGGAGGGGGGA 
GAGCGCTCAGAACCCCTCCCCCTGCAGCCCCCGCAGGCGCCGTGCCAGCT 
GCAGGTCTTTGGGGTACAGTGTGACGCGGCGCGCATGCAGCGAGCACAGG 
TAGGCGTCCTCCAGCAGGTGCACCAGGAATGCCTCCGCCGCCTGTGGGAC 
CCCGGCGTGGGCGTCCCCACAAAGCAGGGGGGGAGTCAATTCCCACCCCC 
AGGCCACCCCACAAATGCCAATCCTCCAAAATAATCCCTGGAACAACCCC 
AAAAAAACCCCTACCCCCAACCCCCCTCCCCAAAACCATAACCTCAATAA 
CTCCACACCTCAAAAACCTCCAACCCCTCCAAAACAACCCCCAACCCCGA 
AACACCTCACCCCCAAAGACCCCTTCCCAAGCCCCAAAGAGACCCCCAGG FIGURE 10 

CACAAGGGGTACCCCAAAATCCACTTCCCCCTTCCCCCAAAAAAGCCCTT 

TTGGGCACTAGAGAGCTCCCCAGCACCACCCAAAGGGTCCCCCACGGTAT SUITE 70 

GGGGTACCCTAAAACACCCCCCAACCCCAAACCACGGGAACTTCCAAAAC 

AAAGCTACCCCCCTCCCCCCCCCCCCAAAAAAATAAACCCATAGGGCCCC 

CCACCTCCTGTAGGGCCAATAGGGCCATAGCCTGCCACCTGTAGTCCACG 

CCCCGTGTGAAGAGCAAGCAGATCTCCCGCACCTGGGGGGGGACAGGGGG 

GCATGGGGACACTGGGGGGACATGGGGGGGGGGGGGGGAGGGGGGGGGGG 

GGGAGGGGCATGAGGACATTGAGGAGAGGGAACACGAGGGTGGCACTGCA 

TCATGGGAGGTGACGAGGGGGTGGGGGGGGCTCAAGGACATGGAGGGGGA 

CACTCA 
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TTGCTGCCTGCAGGTCGATCTAGTGGATCCGCCGCGACAGCGAACAGGCC 
AGCCAGCTGGTGCAGTATCTTTCCACTTTTTTCCGCAAAAACTTAAAGCG 
GCCTTCGGAGTTTGTTACTCTCGCCGACGAAATTGAACATGTGAATGCTT 
ATCTGCAAATTGAAAAGGCGCGCTTCCAGTCGCGGTTGCAGGTCAACATT 
GCTATTCCGCAAGAATTATCCCAGCAGCAATTGCCCGCGTTTACCCTGCA 
ACCC 

FIGURE 10 



SUITE 71 
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TGCTGGTGGCGGGGATCTGACTGGAAATGGAAACGTTCTGTGGCAAAGAG 
TGGGAATGTAGGAAGGGGGTGGGAGCATGCAGGGTTGGTGGAGCAGGGGG 
TAGTGATCAGTGGTGAGGATTTGGTTTCTTGGTCTGAAATATGGATGGAA 
GCTTTGTTGGGAGAGTGAATGACTTTTCAGTGAGGACAGGTGGATGCTTG 
GGTGAATGCTTGGTAAGTTGTTGAACGCCTGGATAGTTGGATGGGTGGAC 
ATGAACTTTGTATTACAGCTGCAGCTCCAGCACAGAAGGAACCGCCATCC 
CAACCACGCCTGGGTGAGCTGACGGCCTCCCACGTCAGCCCCGACTCCGT 
CCAGCTGGAATGGAGCGTCCCCGAGGGCTCCTTTGACTCCTTCACGGTGC 
AGTACAAGGATGCACAAGGCCAGCCACAGGTGGTGCCCGTGGACGGTGGG 
TTGCGCACAGTGACCGTGCCCGGGCTGTCGCCGTCCCGCCGCTACAAGTT 
CAACCTGTATGGGGTGTGGGGGCGGAAGCGTCTGGGCCCCATGTCCACTG 
ATGCTGTCACAGGTGAGCATGCTGTTGTG.CTGCATCCATGTCTTTTGGCT 
GACGGTTGTGTTGGCATATGGTAGGAACCTTTCAGGCCCACTCCTGGTTA 
CTGTGGTCTTAATAGAGAGGGAAGTTCTTTCCTGTTCTTGACGTGGGTAG 
CCTGGAGAGATGGGAGTATGGAAGATGAGAGGAAGAACGGAATAAGGAAT 
GATTGATAATTATTGCAGAACGGATGGAAGGGAGGATGGATGGGCGGTGC 
ATGGGTACATTGGTGCTTATAGCAGAGCTGGACGGCTGGTTGTACGTTGG 
TTTGGTTGTTGAAGAGATGAAGAGTTGGATGGGCGTGTGCTTTCACTGTG 
AATTCCTCCCCCTGTCTTGCAGCTCCGGCACAGAAGGAACCACCTTCCCA 
GCCACTCTTGGGTGAGCTGACAGCGTCCCACGTCGGCCCCGACTCCGTCC 
AGCTGGAATGGAGCGTCCCCGAGGGCTCCTTTGACTCCTTCACGGTGCAG 
TACAAGGATGCACAAGGCCAGCCACAGGTGGTGCCCGTGGACGGTGGGTT 
GCGCACAGTGACCGTGCCCGGGCTGTCGCCGTCCCGCCGCTACAAGTTCA 
ACCTGTATGGGGTGTGGGGGCGGAAGCGTCTGGGCCCCATGTCCACTGAT 
GCTGTCACAGGTGAGCATGCTGTGTTCTGCCTCCATGTTCTTTTGCTTTC 
AGTGTAGTTGTCATGTGGCAGGAACCTTTCAGGGCCACTTTTGGTTAATG 
TTGCCTTAATAGTCAAGGAAACAATTTGTTCTTGTTGAGTGGGAATGCCT FIGURE 10 

AAC GG GAT G GG AGTTTG G AT GAT G AG AGG AC AAAT CT T AT AAGGG AT GAT 

T G AT AATT ATT GC GG AAC G GAT G G AAGG AAG GTT GG ATG G AT G G AAT GGT SUTTE 72 

GTTTGGATAAATTTGTGCTCAGAGCACAGCTGGAGTGTTGGATGAATGTT 

GCTTTGCTTGTTGAATAGATGGATGTTTGGTTGTGTGGTTGCTTCCACTG 

AGAATTCCTCCCTCTGTGCTGCAGCAGCAGCTCCAGCACAAGAGGAGCCA 

CCTTCCCCACCACGTCTGGGTGAGCTGACAGCGTCCCATGTCGGCCCCGA 

CTCCGTCCAGCTGGAATGGAGCGTCCCCGAGGGCTCCTTTGACTCCTTCA 

CGGTGCAGTACAAGGATGCACAAGGCCAGCCACAGGTGGTGCCCGTGGAC 

GGTGGGTTGCGCACAGTGACCGTGCCCGGGCTGTCGCCGTCCCGCCGCTA 

CAAGTTCAACCTGTATGGGGTGTGGGGGCGGAAGCGTCTGGGCCCCATGT 

CCACTGATGCTGTCACAGGTGAGGGCAGGAATTGGCACCTGTTGGGCTCT 

GGGTTTGCAGCAGGTAGAAATGTAAACGTGGCCTGCGCTGGGGATCTTGT 

TTTCCCCTGGCAATGGGAACAGCTGTTGGGTGCCTTTTTTGGGAAGGATC 

CCTTAATCGCAGCATGAAGTATGAATGGACCAATTGGGTGTGGGTGGAGT 

GATGGCTGTTGAGATGAGTTGGTGGCTGCTTGAGTAATTGTCTGTTGGAA 

TGGATGGACAGATATGTGAAGGAGTGAAAGGATGGATAAAGTAATTTAGG 

AATC GGT GG AT GAAGAATGGGTAGGTAGACCCTTGGTGAAGTGGTAGAAT 

GGAAGGATTTATGAACAGATATGAGTTAATTCTTGCATCGAAGTAGGTGT 

AAGTGTCTATTAGCCTGTTGCACTGAACATGCAGTTGCATAGACAAATGA 

GTGGGGAGAAGTACGGAGTAAATCCCTGCATGAATGGTAGGACAGAAACC 

TGAATGCCTGGATGCTGGCAGTGTGAAGAATGGCACTTGGGATAGATGGT 

T C G AGT AT G GG GT AG ATT AAAAG AT GG AT GGAAAAG AG G AAC AG AG AGAG 

GGTGATTGGATGAATGGATGGATGGTTGGATGTGACTGATTGACAGGTAC 

CAAGCTTTTTTCCTGCACTGTGCCTTCTGTGCTGCAGCTGCAGAAGAGAC 

GGAGGAGGAACCACCGTCCCAGCCACGCCTAGGAGAGCTGACGGCATCCC 

ATGTCAGCCCCAACTCCGTCCAGCTGGAATGGAGCATCCCTGAGGGCTCC 

TTT G AC T CC TT C AC G GT GC AGT AC AT AGAC GT GC AAGG C C AGC CGC AGGA 

GCTGCACTTC^ 
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CATCCCACCCCTACAAGTTCAACCTTTACGGGGTGTGGGGGCAGACACGT 
CTGGGCCCCATCTCCACTGACACCATCACAGGTGAGGGCCCCTGCCTGCT 
GCTGTGCTCTGGGCCTTGTGCTTGGCACGTGGCAGGAGCTGTGCGATGGG 
CTGTGCTGGTGGCGGGGATCTGACTGGAAATGGAAACGTTCTGTGGCAAA 
GAGTGGGAATGTAGGAAGGGGGTGGGAGCATGCAGGGTTGGTGGAGCAGG 
GGGTAGTGATCAGTGGTGAGGATTTGGTTTCTTGGTCTGAAATATGGATG 
GAAGCTTTGTTGGGAGAGTGAATGACTTTTCAGTGAGGACAGGTGGATGC 
TTGGGTGAATGCTTGGTAAGTTGTTGAACGCCTGGATAGTTGGATGGGTG 
GAC AT G AACT T T GT AT T ACAGCT GC AG CT C C AGC AC AG AAGGAAC CG C C A 
TCCCAACCACGGCTGGGTGAGCTGACGGCCTCCCACGTCAGCCCCGACTC 
CGTCCAGCTGGAATGGAGCGTCCCCGAGGGCTCCTTTGACTCCTTCACGG 
TGCAGTACAAGGATGCACAAGGCCAGCCACAGGTGGTGCCCGTGGACGGT 
GGGTTGCGCACAGTGACCGTGCCCGGGCTGTCGCCGTCCCGCCGCTACAA 
GTTCAACCTGTATGGGGTGTGGGGGCGGAAGCGTCTGGGCCCCATGTCCA 
CTGATGCTGTCACAGGTGAGCATGCTGTTGTGCTGCATCCATGTCTTTTG 
GCTGACGGTTGTGTTGGCATATGGTAGGAACCTTTCAGGCCCACTCCTGG 
TTACTGTGGTCTTAATAGAGAGGGAAGTTCTTTCCTGTTCTTGACGTGGG 
TAGCCTGGAGAGATGGGAGTATGGAAGATGAGAGGAAGAACGGAATAAGG 
AATGATTGATAATTATTGCAGAACGGATGGAAGGGAGGATGGATGGGCGG 
TGCATGGGTACATTGGTGCTTATAGCAGAGCTGGACGGCTGGTTGTACGT 
TGGTTTGGTTGTTGAAGAGATGAAGAGTTGGATGGGCGTGTGCTTTCACT 
GTGAATTCCTCCCCCTGTCTTGCAGCTCCGGCACAGAAGGAACCACCTTC FIGURE 10 

CCAGCCACTCTTGGGTGAGCTGACAGCGTCCCACGTCGGCCCCGACTCCG — — 

TCCAGCTGGAATGGAGCGTCCCCGAGGGCTCCTTTGACTCCTTCACGGTG SUITE 73 

CAGTACAAGGATGCACAAGGCCAGCCACAGGTGGTGCCCGTGGACGGTGG 

GTTGCGCACAGTGACCGTGCCCGGGCTGTCGCCGTCCCGCCGCTACAAGT 

TCAACCTGTATGGGGTGTGGGGGCGGAAGCGTCTGGGCCCCATGTCCACT 

GATGCTGTCACAGGTGAGGGCAGGAATTGGCACCTGGTGGGCTCTGGGTT 

TGCAGCAGGTAGAAATGTAAACGTGGCCTGCGCTGGGGATCTTGTTTTCC 

CCTGGCAATGGGAACAGCTGTTGGGTGCCTTTTTTGGGAAGGATCCCTTA 

ATCGGAGCATGAAGTATGAATGGACCAATTGGGTGTGGGTGGAGTGATGG 

CTGTTGAGATGAGTTGGTGGCTGCTTGAGTAATTGTCTGTTGGAATGGAT 

G GAC AG AT AT GT GAAGGAGT G AAAG G AT GG AT AAAGTAAT TTAGGAAT CG 

GTGGATGAAGAATGGGTAGGTAGACCCTTGGTGAAGTGGTAGAATGGAAG 

GATTTATGAACAGATATGAGTTAATTCTTGCATCGAAGTAGGTGTAAGTG 

TCTATTAGCCTGTTGCACTGAACATGCAGTTGCATAGACAAATGAGTGGG 

GAGAAGTACGGAGTAAATCCCTGCATGAATGGTAGGACAGAAACCTGAAT 

GCCTGGATGCTGGCAGTGTGAAGAATGGCACTTGGGATAGATGGTTCGAG 

TATGGGGTAGATTAAAAGATGGATGGAAAAGAGGAACAGAGAGAGGGTGA 

TTGGATGAATGGATGGATGGTTGGATGTGACTGATTGACAGGTACCAAGC 

TTTTTTCCTGCACTGTGCCTTCTGTGCTGCAGGACTATGGTCATAGCTGT 

TTCCTGTGTGAAATTGTTATCCGCTCACAATTCCACACAACATCGA 
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